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DIS2(ARPC?2) clade

XP_639348 Dictyostelium discoideum AX4 096623 Dictyostelium discoideum AAC99778 EAL65986 p34-Arc/ARPC2_DICDI Actin-related protein 2/3 complex subunit 2 (ARP2/3 complex 34 kDa subunit) (p34-ARC) /p34-Arc /p34-Arc
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45 XP_758984 Ustilago maydis 521 EAK83995 hypothetical protein UM02837.1/hypothetical protein UM02837.1
XP_571107 Cryptococcus neoformans var. neoformans JEC21 EAL20521 Cryptococcus neoformans var. neoformans B-3501A AAW43800 Cryptococcus neoformans var. neoformans JEC21 arp2/3 complex 34 kda subunit (p34-arc) /hypothetical protein CNBE4410 /arp2/3

_|:XP 362300 Magnaporthe grisea 70-15 hypothetical protein MG04745.4

100 XP_387230 Gibberella zeae PH-1 EAA76101 conserved hypothetical protein/conserved hypothetical protein
3g—XP_657910 Aspergillus nidulans FGSC A4 EAA65712 hypothetical protein AN0306.2/hypothetical protein AN0306.2
34 iEBAES%SQ Aspergillus oryzae unnamed protein product
XP_750017 Aspergillus fumigatus Af293 EAL87979 ARP2/3 complex 34 kDa subunit /ARP2/3 complex 34 kDa subunit , putative

NP_593903 Schizosaccharomyces pombe 972h- O14241 Schizosaccharomyces pombe CAB11733 hypothetical protein SPAC6F6.10c/ARPC2_SCHPO ARP2/3 complex 34 kDa subunit (p34-ARC)/SPAC6F6.10c
XP_499714 Yarrowia lipolytica CLIB122 CAG83637 hypothetical protein/funnamed protein product
NP_986446 Eremothecium gossypii AAS54270 Ashbya gossypii ATCC 10895 AGL221Wp/AGL221Wp
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ﬁ':‘—NPﬁMAlSB Saccharomyces cerevisiae P53731 CAA96315 Subunit of the ARP2/3 complex, which is required for the motility and integrity of cortical actin patches; required for cortical localization of calmodulin; Arc35p /ARPC2_YEAST ARP2/3 complex 34 kDa
XP_458048 Debaryomyces hansenii CBS767 CAG86115 hypothetical protein DEHA0C09394g/unnamed protein product

L—CAE56478 Caenorhabditis briggsae Hypothetical protein CBG24192
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NP_741088 Caenorhabditis elegans Q8WTM6 AAL32261 Temporarily Assigned Gene name family member (tag-286)/ARPC2_CAEEL Probable actin-related protein 2/3 complex subunit 2 (ARP2/3 complex 34 kDa subunit) (p34-ARC)/Hypothetical protein Y6D11A.2
XP_624172 Apis mellifera PREDICTED: similar to ENSANGP00000005273

EAL33095 Drosophila pseudoobscura GA10664-PA
XP_319915 Anopheles gambiae str. PEST XP_319914 Q7PVX8 Anopheles gambiae EAA43392 Anopheles gambiae str. PEST EAA14760 ENSANGP00000024536/ENSANGP00000005273 /ARPC2_ANOGA Probable actin-related protein 2/3 complex subunit 2 (ARP2/3 complex 34 kDa

XP_790840 Strongylocentrotus purpuratus PREDICTED: similar to actin related protein 2/3 complex subunit 2

AAH70989 Xenopus laevis MGC78865 protein

XP_426598 Gallus gallus PREDICTED: similar to actin related protein 2/3 complex subunit 2; ARP2/3 protein complex subunit 34; actin related protein 2/3 complex, subunit 2 (34 kD)
NP_997864 Danio rerio AAH64304 actin related protein 2/3 complex, subunit 2 /Actin related protein 2/3 complex, subunit 2

CAF98208 Tetraodon nigroviridis unnamed protein product
XP_129773 Mus musculus XP_536066 Canis familiaris NP_001029885 Bos taurus XP_927754 Mus musculus XP_927745 NP_690601 Homo sapiens XP_899699 Mus musculus XP_906806 XP_906803 NP_005722 Homo sapiens XP_918212 Mus musculus XP_927740 XP_21743

NP_001005634 Xenopus tropicalis AAH74622 actin related protein 2/3 complex, subunit 2, 34kDa /Actin related protein 2/3 complex, subunit 2, 34kDa
100 | AT2G33385 = NP_850208 ARPC2B; structural molecule
L

XP_473151 Oryza sativa (japonica cultivar-group) CAE03391 OSJNBa0004N05.15/0SJNBa0004N05.15
52 Ppa_DIS2_1_1

65 NP_610033 Drosophila melanogaster Q9VIM5 AAL25430 AAF53892 Arc-p34 CG10954-PA/ARPC2_DROME Probable actin-related protein 2/3 complex subunit 2 (ARP2/3 complex 34 kDa subunit) (p34-ARC)/LD29815p /CG10954-PA
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98 Smo_DIS2_2_1
67 Smo_DIS2_1_1
68 NP_917311 Oryza sativa (japonica cultivar-group) OSJNBb0O006H05.27
—|7 100 —AAD32038Arabidepsis-theriena-Ti7Hz+3-  different splice prediction

L-AT1G30825 = NP_564364 AAM60850 BAC43079 AAO63372 ARPC2A/DIS2; structural molecule /Junknown /unknown protein /At1g30825




