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100 T ABD32619 Medi tr tula Cyclin-like F-box
57 I —AT4G07400 = NP_567316 AAD48947 CAB81110 VFB3; ubiquiti tein li ins similarity to the Pfam family PF00646 - F-box domain; score=10.1, E=1.2, N=1/AT4g07400
19 P_472150 Oryza sativa (japonica cultivar-group) CAD40790 OSJNBb0076A22 1/0SJNBb0076A22.1
91 ABA95013 Oryza sativa (japonica cultivar-group) F-box protein family, AtFBL4
96 NP_919835 Oryza sativa (japonica culuvar group) AAK91884 Oryza sativa AAP52122 Oryza sativa (japonica cultivar-group) putative leucine-rich repeats containing protein/Putative leucine-rich repeats containing protein /Leucine Rich Repeat, putativ
94 AT4G15475 = NP_567467 AAK26038 AAK32821 AAL07187 A p g putative F-box protein family, AtFBL4 /AT4g15470/d13775w /putative F-box protein family protein FBL4 /F-box protein family, AtFBL4
3 Smo_MAX2_5_1
70 Smo_MAX2_3_1
25 \T5G23340 = NP_197725 BAB11189 AAL06927 AAM91352 unknown protein/unnamed protein product /AT5g23340/MKD15_20 /At5g23340/MKD15_20
100 XP_543990 Canis familiaris PREDICTED: similar to F-box and leucine-rich repeat protein 15
8 t NP_598455 Mus musculus Q91W61 AAH16499 BAE42956 F-box and leucine-rich repeat protein 15/FBX37_MOUSE F-box only protein 37 (F-box/LRR-repeat protein 15)/F-box and leucine-rich repeat protein 15 /Junnamed protein product
XP_598105 Bos taurus PREDICTED: similar to F-box and leucine-rich repeat protein 15
1 267_Cre
31 Ppa_MAX2_10_1
L ——Smo_MAX2_26_1
85 Smo_MAX2_21_1
72 95 AT5G01720 = NP_568094 AAM14053 AAM67471 ubiquitin-p! i ive F-box protein family, AtFBL3 /putative F-box family protein AtFBL3
98 |—ABA91133 Oryza sativa (japonica cultivar-group) F-box tamwly prolem AtFBL3, pulanve
12 | I \T5G27920 = NP_568502 BAC41915 AAO64875 ubi protein /At5g27920
ABA99529 Oryza sativa (Japomca cultivar-group) hypothetical protein LOC 0512936670
7 521 EAK81599 hypothetical protein UM01349.1/hypothetical protein UM01349.1
64 Ppa_MAX2_8_1
100 Ppa_MAX2_9 1
100 NP_915064 Oryza sativa (japonica cultivar-group) BAB90360 BAC06242 P0018C10.44/putative F-box protein Fbl2 /putative F-box protein Fbl2
1] AAV25005 Oryza sativa (japonica cultivar-group) unknow protein
100 XP_317696 Anopheles gambiae str. PEST EAA12920 ENSANGP00000010053/ENSANGP00000010053
—:NP 610689 Drosophila melanogaster AAF58635 AAX33550 CG9003-PA/CG9003-PA /LD12638p
97 P_793918 Strongylocentrotus purpuratus PREDICTED: similar to F-box and leucine-rich repeat protein 20
5 AAH77969 Xenopus laevis MGC81000 protein
| 78 | XP_908124 Mus musculus XP_908119 XP_928587 XP_908121 XP_900238 XP_928629 XP_920110 NP_001030268 Bos taurus NP_071608 Rattus norvegicus NP_116264 Homo sapiens XP_850563 Canis familiaris XP_928594 Mus musculus XP_928609 XP_126674 Q96/G2 Homo
97 p=XP_688167 Danio rerio PREDICTED: similar to F-box/LRR-repeat protein 20 (F-box and leucine-rich repeat protein 20) (F-box/LRR-repeat protein 2-like)
100 CAG02834 Tetraodon nigroviridis unnamed protein product
CAG 10004 Tetraodon nigroviridis unnamed protein product
NP_956400 Danio rerio AAH59683 F-box and leucine-rich repeat protein 2/Unknown (protein for MGC:73374)
20 XP_418823 Gallus gallus PREDICTED: similar to leucine-rich repeats containing F-box protein FBL3
] XP_873270 Bos taurus PREDICTED: similar to F-box and leucine-rich repeat protein 2
XP_343496 Rattus norvegicus NP_848739 Mus musculus Q8BH16 BAC30203 BAC32036 BAC32477 BAC41033 AAH96582 BAE24574 BAE37357 PREDICTED: similar to F-box and leucine-rich repeat protein 2/F-box and leucine-rich repeat protein 2 /FBXL2_MOUSE F-box/LRR-re
P_036289 Homo sapiens XP_516355 Pan troglodytes QQUKC9 Homo sapiens AAD56248 AAF03128 AAF04510 BAA91691 AAH31556 CAG33402 CAH93518 Pongo pygmaeus F-box and leucine-rich repeat protein 2/PREDICTED: similar to leucine-rich repeats containing F-b
XP_542692 Canis familiaris PREDICTED: similar to F-box and leucine-rich repeat protein 2
Q5VMPO Oryza sativa BAD69288 Oryza sativa (japonica cultivar-group) MAX2_ORYSA F-box/LRR-repeat MAX2 homolog (F-box and leucine-rich repeat MAX2 homolog)/F-box protein ORE9-like
4 100 Smo_MAX2_1_2
100 92 Lsmo_MAX2 2 2
Ppa_MAX2_1_2
wABDSM% Pisum sativum RAMOSUS4
AT: = NP_565979 AAK97303 AAD22992 MAX2 (MORE AXILLARY BRANCHES 2); ubiquitin-protein ligase/F-box ining protein ORE9 /F-box protein ORE9, AtFBL7
100 BAD35544 Oryza sativa (japonica cultivar-group) putative F-box protein Fbi2
97 XP_464515 Oryza sativa (japonica cultivar-group) XP_464514 BAD15849 BAD15850 putative F-box protein/putative F-box protein /putative F-box protein /putative F-box protein
ABC?4972 Lycopersicon esculentum EIN3-binding F-box protein 2
63 =NP_197917 AAR27072 CAE75865 EBF2 (EIN3-BINDING F BOX PROTEIN 2)/EIN3-binding F-box protein 2 /F-box protein
95 | AT: =NP_565597 AAD20708 AAL60026 AAM14272 CAE75864 EBF1 (EIN3-BINDING F BOX PROTEIN 1); ubiquitin-protein ligase/F-box protein family, AtFBL6 /putative F-box protein family, AtFBL6 /unknown protein /F-box protein
Smo_MAX2 7_1
Ppa_MAX2_2 1
P_643082 Dictyostelium discoideum AX4 EAL69218 Dictyostelium discoideum hypothetical protein DDB0217795/hypothetical protein DDB0217795
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