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NP_496112 Caenorhabditis elegans Q27514 CAA88604 CYtochrome P450 family member (cyp-13A5)/C13A5_CAEEL Putative cytochrome P450 CYP13A5/Hypothetical protein T10B9.2
NP_496111 Caenorhabditis elegans Q27513 CAA88603 CYtochrome P450 family member (cyp-13A4)/C13A4_CAEEL Putative cytochrome P450 CYP13A4/Hypothetical protein T10B9.1100

NP_499704 Caenorhabditis elegans CAB04112 CYtochrome P450 family member (cyp-13A11)/Hypothetical protein F14F7.2100

NP_999211 Sus scrofa P47787 AAA31127 thromboxane synthase/THAS_PIG Thromboxane-A synthase (TXA synthase) (TXS) /thromboxane synthase
XP_871574 Bos taurus AAI12648 PREDICTED: similar to Thromboxane-A synthase (TXA synthase) (TXS) isoform 2/Unknown (protein for MGC:137614)64
BAE72925 Macaca fascicularis hypothetical protein

AAH14117 Homo sapiens AAH41157 BAD97186 TBXAS1 protein/Thromboxane A synthase 1 (platelet, cytochrome P450, family 5, subfamily A), isoform TXS-I /thromboxane A synthase 1 (platelet, cytochrome P450, family 5, subfamily A) isoform TXS-I variant
S48161 Homo sapiens S48161 thromboxane-A synthase (EC 5.3.99.5) - human19
NP_001052 Homo sapiens P24557 AAA60618 AAF99269 AAF99270 AAF99271 AAF99272 thromboxane A synthase 1 (platelet, cytochrome P450, family 5, subfamily A) isoform TXS-I/THAS_HUMAN Thromboxane-A synthase (TXA synthase) (TXS)/thromboxane synthase/thromboxa
AAF99273 Homo sapiens thromboxane synthase
AAF99277 Homo sapiens thromboxane synthase37

18

AAF99276 Homo sapiens thromboxane synthase
13

BAA07011 Homo sapiens thromboxane synthase
6

AAF99275 Homo sapiens thromboxane synthase
8

AAF99278 Homo sapiens thromboxane synthase
6

AAF99279 Homo sapiens thromboxane synthase
3

AAF99274 Homo sapiens thromboxane synthase
6

85

100

38

XP_539887 Canis familiaris PREDICTED: similar to Thromboxane-A synthase (TXA synthase) (TXS)

71

NP_035669 Mus musculus P36423 AAB87704 AAB39850 thromboxane A synthase 1, platelet/THAS_MOUSE Thromboxane-A synthase (TXA synthase) (TXS) (TS) /thromboxane synthase /thromboxane synthase
AAH29014 Mus musculus Thromboxane A synthase 1, platelet
JN0683 Mus musculus JN0683 thromboxane-A synthase (EC 5.3.99.5) - mouse65

100

NP_036819 Rattus norvegicus P49430 BAA05962 BAA22574 thromboxane A synthase 1/THAS_RAT Thromboxane-A synthase (TXA synthase) (TXS) /thromboxane synthase /thromboxane synthase
93

100

AAH59313 Xenopus laevis MGC68990 protein
AAH60001 Xenopus laevis Unknown (protein for MGC:68549)100

100

NP_991172 Danio rerio AAQ97855 thromboxane A synthase 1/thromboxane A synthase 1

100

NP_997838 Danio rerio AAH52130 hypothetical protein LOC324340/Hypothetical protein LOC324340
AAS77822 Danio rerio cytochrome P450 3C1100

XP_686863 Danio rerio PREDICTED: similar to cytochrome P450, family 3, subfamily a, polypeptide 13100

CAF91666 Tetraodon nigroviridis unnamed protein product
85

XP_414782 Gallus gallus PREDICTED: similar to MGC68821 protein
54

Q64417 Cavia porcellus BAA08568 CP3AE_CAVPO Cytochrome P450 3A14 (CYPIIIA14)/cytochrome P450
Q64409 Cavia porcellus BAA05873 CP3AH_CAVPO Cytochrome P450 3A17 (CYPIIIA17)/cytochrome P45022

BAA03865 Cavia porcellus cytochrome P45024

Q64406 Cavia porcellus BAA05498 CP3AF_CAVPO Cytochrome P450 3A15 (CYPIIIA15)/cytochrome P450
100

O70537 Mesocricetus auratus BAA25811 CP3AV_MESAU Cytochrome P450 3A31 (CYPIIIA31) (P450 SH3A-1)/CYP3A31
NP_031844 Mus musculus Q64459 CAA42981 AAH10528 BAE28873 cytochrome P450, family 3, subfamily a, polypeptide 11/CP3AB_MOUSE Cytochrome P450 3A11 (CYPIIIA11) (P-450IIIAM1) (P-450UT)/cytochrome P-450IIIA /Cytochrome P450, family 3, subfamily a, polypep100

69

NP_001019403 Rattus norvegicus BAC23085 cytochrome P450, subfamily 3A, polypeptide 62/cytochrome P450 3A
AAH86985 Rattus norvegicus Cytochrome P450, family 3, subfamily a, polypeptide 13
NP_671739 Rattus norvegicus AAC52582 cytochrome P450, family 3, subfamily a, polypeptide 13/cytochrome P450 3A9
P51538 Rattus norvegicus AAB03662 CP3A9_RAT Cytochrome P450 3A9 (CYPIIIA9) (P450-OLF3) (Olfactive) (3AH15)/cytochrome P450olf380

98

NP_031845 Mus musculus 2105184A Q64464 CAA44754 AAH46592 AAX39491 BAE28966 BAE23008 BAE23029 cytochrome P450, family 3, subfamily a, polypeptide 13/2105184A cytochrome P450 Cyp3a-13/CP3AD_MOUSE Cytochrome P450 3A13 (CYPIIIA13) /cytochrome P-450IIIA /
100

100

P11707 Oryctolagus cuniculus AAA31178 CP3A6_RABIT Cytochrome P450 3A6 (CYPIIIA6) (P450-3C)/cytochrome p-450
AAA31430 Oryctolagus cuniculus cytochrome P450 3c protein100
XP_888251 Bos taurus XP_888253 XP_888247 PREDICTED: similar to cytochrome P450, subfamily IIIA, polypeptide 4 isoform 3/PREDICTED: similar to cytochrome P450, subfamily IIIA, polypeptide 4 isoform 4 /PREDICTED: similar to Cytochrome P450 3A4 (Quinine
XP_584699 Bos taurus PREDICTED: similar to cytochrome P450, subfamily IIIA, polypeptide 4 isoform 1100
Q29496 Ovis aries AAB02657 CP3AO_SHEEP Cytochrome P450 3A24 (CYPIIIA24)/cytochrome P450 CYP3A2474

AAI02567 Bos taurus Unknown (protein for MGC:127840)
99

P79102 Bos taurus CAA71266 CP3AS_BOVIN Cytochrome P450 3A28 (CYPIIIA28)/cytochrome P450
NP_776956 Bos taurus AAI14004 cytochrome P450, subfamily IIIA (niphedipine oxidase), polypeptide 4/Cytochrome P450, subfamily IIIA (niphedipine oxidase), polypeptide 4100

63

NP_999587 Sus scrofa AAD04628 cytochrome P450 3A39/cytochrome P450
BAD06180 Sus scrofa domestica cytochrome P45042

NP_999588 Sus scrofa P79401 CAB07513 cytochrome P450 3A29/CP3AT_PIG Cytochrome P450 3A29 (CYPIIIA29)/cytochrome P450
AAL13316 Sus scrofa cytochrome P450 3A100

98

91

NP_001003340 Canis familiaris P24463 CAA38687 cytochrome P-450 3A12/CP3AC_CANFA Cytochrome P450 3A12 (CYPIIIA12) (P450-PBD-1)/cytochrome P-450
NP_001003338 Canis familiaris AAN47145 cytochrome P450 3A26/cytochrome P450 3A2691

XP_536868 Canis familiaris PREDICTED: hypothetical protein XP_53686897

XP_546969 Canis familiaris PREDICTED: similar to cytochrome P450, subfamily IIIA, polypeptide 4
99

99

AAQ92352 Homo sapiens cytochrome P450 CYP3A43.3
AAT49270 Macaca mulatta cytochrome P450 CYP3A66

O18993 Callithrix jacchus BAA22156 CP3AL_CALJA Cytochrome P450 3A21 (CYPIIIA21) (P450 CM3A-10)/cytochrome P-450
AAY51972 Cercopithecus aethiops cytochrome P450 3A7

NP_000756 Homo sapiens 1504252A BAA00310 AAG32289 AAG48618 AAH67436 EAL23867 cytochrome P450, family 3, subfamily A, polypeptide 7/1504252A cytochrome P450 /cytochrome P-450 HFLa /cytochrome P450 polypeptide 7 /cytochrome P450 variant 3A7 /Cytochrome
P24462 Homo sapiens CP3A7_HUMAN Cytochrome P450 3A7 (CYPIIIA7) (P450-HFLA)100

94

BAE45352 Macaca fuscata cytochrome P450 3A
AAS91645 Macaca mulatta cytochrome P450 3A64 variant 1; CYP3A6430

P33268 Macaca fascicularis AAB24952 AAP94642 Macaca mulatta CP3A8_MACFA Cytochrome P450 3A8 (CYPIIIA8) (P450-MKNF2) (P-450-MK2)/cytochrome P-450 3A; P-450 3A /cytochrome P450 3A6495

AAY51971 Cercopithecus aethiops cytochrome P450 3A4v2
AAY51970 Cercopithecus aethiops cytochrome P450 3A4v193

95

NP_059488 Homo sapiens 1TQN 1W0E 1W0G 1W0F AAA35745 AAF21034 AAG32290 CAD91343 CAD91645 AAH69418 EAL23866 AAY16980 AAI01632 cytochrome P450, subfamily IIIA, polypeptide 4/A Chain A, Crystal Structure Of Human Microsomal P450 3a4/A Chain A, Crystal St
AAF13598 Homo sapiens cytochrome P450-3A4
P08684 Homo sapiens CAA30944 CP3A4_HUMAN Cytochrome P450 3A4 (Quinine 3-monooxygenase) (CYPIIIA4) (Nifedipine oxidase) (Taurochenodeoxycholate 6-alpha-hydroxylase) (NF-25) (P450-PCN1)/unnamed protein product
AAA35744 Homo sapiens AAA35747 cytochrome P-450 nifedipine oxidase/cytochrome P450 nifedipine oxidase

P05184 Homo sapiens 2108280A AAA35742 BAA00001 CP3A3_HUMAN Cytochrome P450 3A3 (CYPIIIA3) (HLp)/2108280A cytochrome P450-3A5 /glucocorticoid-inducible cytochrome P-450 /cytochrome P-45040
64
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XP_464704 Oryza sativa (japonica cultivar-group) XP_506761 XP_464705 BAD17629 BAD17630 BAD17637 BAD17638 putative thromboxane-A synthase/PREDICTED B1131G07.28-2 gene product /putative thromboxane-A synthase /putative thromboxane-A synthase /putative
NP_917099 Oryza sativa (japonica cultivar-group) cytochrome P450-like protein

NP_917100 Oryza sativa (japonica cultivar-group) cytochrome P450-like protein81
NP_917096 Oryza sativa (japonica cultivar-group) cytochrome P450-like protein100

BAD54486 Oryza sativa (japonica cultivar-group) putative thromboxane-A synthase
25

ABC59098 Medicago truncatula cytochrome P450 monooxygenase CYP711A
AT2G26170 = NP_565617 AAL06942 AAL91286 CYP711A1; heme binding/iron ion binding /monooxygenase/oxygen binding /At2g26170/T19L18.2 /At2g26170/T19L18.298
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