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XP_795302 Strongylocentrotus purpuratus PREDICTED: similar to Ubiquitin-activating enzyme E1 1
98 XP_538014 Canis familiaris XP_878879 Bos taurus XP_869694 Q29504 Oryctolagus cuniculus AAC48768 PREDICTED: similar to ubiquitin-activating enzyme E1/PREDICTED: similar to ubiquitin-activating enzyme E1 isoform 3 /PREDICTED: similar to ubiquitin-a
28 63 —gNP_OO1014102 Rattus norvegicus AAH85791 hypothetical protein LOC314432/Hypothetical protein LOC314432
NP_035797 Mus musculus AAD56603 BAC26749 ubiquitin-activating enzyme E1, Chr Y 1/ubiquitin activating enzyme E1 /unnamed protein product
CAGO07347 Tetraodon nigroviridis unnamed protein product

98 NP_477310 Drosophila melanogaster AAL39336 AAF58910 Ubiquitin activating enzyme 1 CG1782-PA/GH24511p /CG1782-PA
|:EAL261 61 Drosophila pseudoobscura GA14681-PA

30 XP_566574 Cryptococcus neoformans var. neoformans JEC21 EAL23471 Cryptococcus neoformans var. neoformans B-3501A AAW40755 Cryptococcus neoformans var. neoformans JEC21 ubiquitin activating enzyme/hypothetical protein CNBA1200 /ubiquitin activatin

70 gnl|CMER|CMI034C_ubiquitin-activating_enzyme_E1
26_Cre

76 ABA91080 Oryza sativa (japonica cultivar-group) ABA91081 ubiquitin-activating enzyme e1 2/ubiquitin-activating enzyme el 2
_|rP31252 Triticum aestivum AAA34266 UBE13_WHEAT Ubiquitin-activating enzyme E1 3/ubiquitin activating enzyme
NP_076227 Mus musculus AAG03059 BAB23650 BAC40806 ubiquitin-activating enzyme E1-like/Ube1l /unnamed protein product /Junnamed protein product
50 CAE71301 Caenorhabditis briggsae Hypothetical protein CBG18190
I gnl|CMER|CMO058C_Rub1-activating_enzyme_E1_N_subunit
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ﬂL_XPA?mSS Oryza sativa (japonica cultivar-group) XP_470134 AAO65877 AAO65878 putative ubiquitin-activating enzyme (alternative splicing product)/putative ubiquitin-activating enzyme (alternative splicing product) /putative ubiquitin-activating enzyme
29 AAT01621 Zea mays putative ubiquitin-activating enzyme

51
——AAT40529 Solanum demissum putative auxin-resistance gene product

5 AT2G32410 = NP_180800 NP_001031465 AAC69937 catalytic/catalytic /putative ubiquitin activating enzyme
q_q_—BABm 049 Arabidopsis thaliana unnamed protein product

AT1G05180 = NP_172010 P42744 1917337A AAB59348 AAB71460 AAK91397 AXR1 (AUXIN RESISTANT 1); ubiquitin-like activating enzyme/ULA1_ARATH NEDDB8-activating enzyme E1 regulatory subunit (Auxin-resistance protein AXR1) /1917337A ubiquitin-activating enzym
XP_636963 Dictyostelium discoideum AX4 EAL63463 Dictyostelium discoideum hypothetical protein DDB0219295/hypothetical protein DDB0219295

AAX30466 Schistosoma japonicum SJICHGC03821 protein
XP_315544 Anopheles gambiae str. PEST EAA11771 ENSANGP00000021228/ENSANGP00000021228

NP_648435 Drosophila melanogaster QOVTE9 AAF50102 AAN71047 EAL30946 Drosophila pseudoobscura CG7828-PA/ULA1_DROME NEDD8-activating enzyme E1 regulatory subunit/CG7828-PA /AT09990p /GA20612-PA
XP_623139 Apis mellifera PREDICTED: similar to hypothetical protein

697 XP_692566 Danio rerio AAH50171 PREDICTED: similar to amyloid beta precursor protein binding protein 1/Appbp1 protein
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79 NP_956793 Danio rerio Q7SXP2 AAH55513 amyloid beta precursor protein binding protein 1/ULA1_BRARE NEDD8-activating enzyme E1 regulatory subunit (Amyloid protein-binding protein 1) (APP-BP1)/Amyloid beta precursor protein binding protein 1

QBNTWE Xenopus laevis AAHE8838 ULA1_XENLA NEDD8-activating enzyme E1 regulatory subunit (Amyloid protein-binding protein 1) (APP-BP1)/MGC81483 protein

NP_001006129 Gallus gallus Q5ZIE6 CAG32497 amyloid beta precursor protein binding protein 1/ULA1_CHICK NEDD8-activating enzyme E1 regulatory subunit (Amyloid protein-binding protein 1) (APP-BP1)/hypothetical protein

3@-XP_871117 Bos taurus XP_852003 Canis familiaris XP_864850 NP_003896 Homo sapiens XP_864890 Canis familiaris Q13564 Homo sapiens AAC50477 AAC23784 CAB66732 AAH00480 AAH13301 AAP35030 BAE73089Macaca fascicularis PREDICTED: similar to amyloid
NP_659180 Mus musculus Q8VBW6 AAH19163 AAH21510 AAH27124 AAH23680 AAH23897 BAE36816 BAE26975 amyloid beta precursor protein binding protein 1/ULA1_MOUSE NEDD8-activating enzyme E1 regulatory subunit (Amyloid protein-binding protein 1) (Amyloid beta p

NP_114461 Rattus norvegicus Q9Z1A5 AAD09247 amyloid beta precursor protein binding protein 1/ULA1_RAT NEDD8-activating enzyme E1 regulatory subunit (Amyloid protein-binding protein 1) (Amyloid beta precursor protein-binding protein 1, 59 kDa) (APP-BP

68 XP_796760 Strongylocentrotus purpuratus PREDICTED: similar to amyloid beta precursor protein binding protein 1

NP_001018169 Homo sapiens amyloid beta precursor protein-binding protein 1 isoform b
XP_505966 Yarrowia lipolytica CLIB122 CAG78778 hypothetical protein/unnamed protein product

XP_813537 Trypanosoma cruzi strain CL Brener EAN91686 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved

XP_951614 Trypanosoma brucei TREU927 AAQ15859 Trypanosoma brucei AAX79629 ubiquitin activating enzyme/ubiquitin activating enzyme, putative /ubiquitin activating enzyme, putative
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