
AT5G02030 = NP_195823 CAB82976 AAM60839 AAN31918 AAP93641 CAD58040 AAW70383 LSN (LARSON); DNA binding/transcription factor /putative homeodomain protein /putative homeodomain protein /putative homeodomain protein /bellringer homeodomain protein /hom
AT2G27990 = NP_180366 AAD21503 BAC43723 AAO64856 DNA binding/transcription factor /putative homeodomain transcription factor /putative homeodomain transcription factor /At2g27990
NP_915494 Oryza sativa (japonica cultivar-group) BAB64282 BAB85942 Oryza sativa (indica cultivar-group) BAB85943 Oryza sativa (japonica cultivar-group) BAB85944 Oryza sativa (indica cultivar-group) BAB85945 Oryza sativa (japonica cultivar-grou

AAK38646 Hordeum vulgare subsp. vulgare homeodomain protein JUBEL2
AAU90210 Oryza sativa (japonica cultivar-group) putative homeodomain protein

BAE71188 Trifolium pratense BEL1-like homeodomain transcription factor
AT2G35940 = NP_181138 NP_850256 NP_001031490 AAD21463 AAK43836 AAL59997 AAM20198 AAM20705 AAP37781 BLH1 (BEL1-like homeodomain 1); DNA binding/transcription factor /BLH1 (BEL1-like homeodomain 1); transcription factor /BLH1 (BEL1-like homeodomain 1)

Smo_At5g02030_2_1
Smo_At5g02030_10_1

AT2G16400 = NP_179233 AAD22299 AAL10487 AAN18176 DNA binding/transcription factor /putative homeodomain transcription factor /At2g16400/F16F14.10 /At2g16400/F16F14.10
AT4G34610 = NP_195187 CAA18840 CAB80178 AAS76778 DNA binding/transcription factor /Homeodomain-like protein /Homeodomain-like protein /At4g34610

NP_909851 Oryza sativa (japonica cultivar-group) AAK00972 AAS18416 Oryza sativa (indica cultivar-group) AAW34245 Oryza sativa (japonica cultivar-group) CAD89693 putative homeodomain protein/putative homeodomain protein /benzothiadiazole-induced h
ABA99971 Oryza sativa (japonica cultivar-group) ABA99972 hypothetical protein LOC_Os12g43950/hypothetical protein LOC_Os12g43950

AT1G75410 = NP_177674 AAG13065 AAK43835 AAL32623 AAM62510 AAN15452 AAT09418 BLH3 (BEL1-like homeodomain 3); DNA binding/transcription factor /Similar to homeodomain proteins /BEL1-like homeodomain 3 /Similar to homeodomain proteins /homeodomain pro
AT1G19700 = NP_173400 AAG12557 AAS78200 AAZ73632 AAZ73633 AAZ73634 AAZ73635 AAZ73636 AAZ73637 AAZ73639 AAZ73640 AAZ73641 AAZ73642 AAZ73643 AAZ73644 AAZ73645 AAZ73646 AAZ73647 AAZ73648 AAZ73649 AAZ73650 AAZ73651 Arabidopsis lyrata DNA binding/trans

AAP47024 Lycopersicon esculentum bell-like homeodomain protein 1
AT1G75430 = NP_177676 transcription factor

NP_909763 Oryza sativa (japonica cultivar-group) AAK00974 putative homeodomain protein/putative homeodomain protein
AAL92498 Zea mays knotted1-interacting protein

AAP47026 Lycopersicon esculentum bell-like homeodomain protein 4
AT4G32980 = NP_195024 P48731 CAA56426 CAA21207 CAB80015 CAC51426 AAL59996 AAM20163 ATH1 (ARABIDOPSIS THALIANA HOMEOBOX GENE 1); transcription factor/ATH1_ARATH Homeobox protein ATH1/H1 /homeobox gene ATH1 /homeobox gene ATH1 /H1 gene /putative homeo

XP_464749 Oryza sativa (japonica cultivar-group) BAD25657 putative homeobox protein/putative homeobox protein
BAD53744 Oryza sativa (japonica cultivar-group) BAD53835 putative H1 gene protein/putative H1 gene protein

NP_912629 Oryza sativa (japonica cultivar-group) AAM15780 Putative homeodomain protein/Putative homeodomain protein
AAN03627 Solanum tuberosum BEL1-related homeotic protein 30

ABA91569 Oryza sativa (japonica cultivar-group) homeodomain transcription factor, putative
AAN03622 Solanum tuberosum BEL1-related homeotic protein 11

AAN03621 Solanum tuberosum AAP47025 Lycopersicon esculentum BEL1-related homeotic protein 5/bell-like homeodomain protein 2
C84670 Arabidopsis thaliana AAY78695 C84670 probable homeodomain transcription factor/homeodomain-containing protein

AT2G27220 = NP_180290 AAM15481 DNA binding/transcription factor /putative homeodomain transcription factor
AAN03626 Solanum tuberosum BEL1-related homeotic protein 29

Ppa_At5g02030_3_1
Ppa_At5g02030_1_1

CAC82981 Gnetum gnemon putative BEL1-like protein
AAN03624 Solanum tuberosum AAP47023 Lycopersicon esculentum BEL1-related homeotic protein 14/bell-like homeodomain protein 3

NP_922512 Oryza sativa (japonica cultivar-group) AAM88627 AAP54799 putative homeodomain protein/putative homeodomain protein /homeodomain protein, putative
AT5G41410 = NP_198957 BAB08513 AAK83580 AAK96704 AAO11553 AAB05099 BEL1 (BELL 1); DNA binding/transcription factor /homeotic protein BEL1 homolog /AT5g41410/MYC6_12 /homeotic protein BEL1 homolog /At5g41410/MYC6_12 /homeobox protein

XP_550471 Oryza sativa (japonica cultivar-group) BAD67687 BAE48304 putative homeotic protein BEL1/putative homeotic protein BEL1 /OsBEL protein
AT2G23760 = NP_179956 NP_001031404 NP_850044 AAC17087 AAK43834 AAL25593 AAM98283 BAD94844 BLH4 (BEL1-like homeobox 4); DNA binding/transcription factor /BLH4 (BEL1-like homeobox 4); DNA binding /BLH4 (BEL1-like homeobox 4); DNA binding /transcriptio
AAN03625 Solanum tuberosum BEL1-related homeotic protein 22

AT4G36870 = NP_195405 NP_001031797 CAB16801 AAD51349 AAF43095 Malus x domestica CAB80353 Arabidopsis thaliana AAK91472 AAN03623 Solanum tuberosum BLH2 (BEL1-LIKE HOMEODOMAIN 2); DNA binding/transcription factor /BLH2 (BEL1-LIKE HOMEODOMAIN 2
AAK38645 Hordeum vulgare subsp. vulgare homeodomain protein JUBEL1

AAT77875 Oryza sativa (japonica cultivar-group) putative homeodomain protein
Ppa_At5g02030_5_1

Ppa_At5g02030_4_2
gnl|CMER|CMR176C_unknown_homeobox_protein

XP_796439 Strongylocentrotus purpuratus PREDICTED: similar to Homeobox protein PKNOX2 (PBX/knotted homeobox 2) (Homeobox protein PREP-2)
BAE06656 Ciona intestinalis transcription factor protein

NP_683752 Mus musculus XP_849311 Canis familiaris NP_001025009 Mus musculus XP_858483 Canis familiaris XP_508845 Pan troglodytes XP_874811 Bos taurus Q96KN3 Homo sapiens JC7766 CAD01142 BAB83665 AAM18702 Mus musculus BAC20215 BAC38705 AA
AAO47087 Venturia canescens homeodomain-containing protein

BAE06553 Ciona intestinalis transcription factor protein
NP_570985 Danio rerio AAF23096 myeloid ecotropic viral integration site 2.1/meis2

NP_571972 Danio rerio AAH56317 myeloid ecotropic viral integration site 4.1a/Myeloid ecotropic viral integration site 4.1a
AAZ95042 Ambystoma mexicanum homeodomain transcription factor Meis1a

CAC19011 Danio rerio AAH66375 meis2.1 protein/Myeloid ecotropic viral integration site 2.1
NP_476576 Drosophila melanogaster NP_476577 NP_476578 AAC47759 AAB88514 AAB88863 AAB97169 AAF54533 AAN13474 AAN13475 homothorax CG17117-PC, isoform C/homothorax CG17117-PB, isoform B /homothorax CG17117-PA, isoform A /homothorax /homothorax /homothor
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