
NP_985248 Eremothecium gossypii AAS53072 Ashbya gossypii ATCC 10895 AER393Cp/AER393Cp
BAE61431 Aspergillus oryzae unnamed protein product
XP_681269 Aspergillus nidulans FGSC A4 EAA58803 hypothetical protein AN8000.2/hypothetical protein AN8000.277

XP_386265 Gibberella zeae PH-1 EAA75031 hypothetical protein FG06089.1/hypothetical protein FG06089.157
30

XP_501349 Yarrowia lipolytica CLIB122 CAG81648 hypothetical protein/unnamed protein product
53

AT2G17930 = NP_179383 inositol or phosphatidylinositol kinase/phosphotransferase, alcohol group as acceptor
AT4G36080 = NP_680770 CAA18502 CAB81517 inositol or phosphatidylinositol kinase/phosphotransferase, alcohol group as acceptor /ATM-like protein /ATM-like protein78

Smo_TOR_15_1 Smo_TOR_13_171

NP_592862 Schizosaccharomyces pombe 972h- T38084 Schizosaccharomyces pombe Q10064 CAA92239 phosphatidylinositol kinase (predicted); TPR repeat protein/T38084 TRAP-like protein - fission yeast (Schizosaccharomyces pombe)/YAMB_SCHPO Hypothetical prot
22

XP_860949 Canis familiaris XP_685632 Danio rerio XP_896891 Mus musculus NP_003487 Homo sapiens XP_536875 Canis familiaris Q9Y4A5 Homo sapiens AAD04629 AAD09420 CAG04457 Tetraodon nigroviridis EAL23887 Homo sapiens PREDICTED: similar to
29

46

XP_765354 Theileria parva strain Muguga EAN33071 Theileria parva hypothetical protein TP02_0787/hypothetical protein TP02_0787
EAS06453 Tetrahymena thermophila SB210 Phosphatidylinositol 3- and 4-kinase family protein
XP_781813 Strongylocentrotus purpuratus PREDICTED: similar to protein kinase, DNA-activated, catalytic polypeptide

XP_690833 Danio rerio PREDICTED: similar to DNA-dependent protein kinase catalytic subunit
NP_035289 Mus musculus P97313 AAB36939 AAB36940 BAA12115 BAA19566 BAA28873 BAA28875 BAB91149 BAC40685 protein kinase, DNA activated, catalytic polypeptide/PRKDC_MOUSE DNA-dependent protein kinase catalytic subunit (DNA-PK catalytic subunit) (DNA-PKcs
XP_341021 Rattus norvegicus PREDICTED: similar to DNA-PKcs67

NP_989989 Gallus gallus Q8QGX4 BAA36956 BAB91148 protein kinase, DNA-activated, catalytic polypeptide/PRKDC_CHICK DNA-dependent protein kinase catalytic subunit (DNA-PK catalytic subunit) (DNA-PKcs) /DNA-dependent protein kinase catalytic subunit /DN
NP_008835 Homo sapiens XP_519749 Pan troglodytes XP_945328 Homo sapiens 2205317A P78527 AAA79184 AAB39925 AAC50210 AAK40350 AAP69525 BAD92097 protein kinase, DNA-activated, catalytic polypeptide/PREDICTED: hypothetical protein XP_519749 /PREDICTE

AAL40980 Equus caballus DNA-dependent protein kinase catalytic subunit53
NP_001006652 Canis familiaris Q8WN22 AAL40979 protein kinase, DNA-activated, catalytic polypeptide/PRKDC_CANFA DNA-dependent protein kinase catalytic subunit (DNA-PK catalytic subunit) (DNA-PKcs)/DNA-dependent protein kinase catalytic subunit36

24

41

XP_590310 Bos taurus XP_869847 XP_879315 XP_879134 PREDICTED: similar to protein kinase, DNA-activated, catalytic polypeptide isoform 4/PREDICTED: similar to protein kinase, DNA-activated, catalytic polypeptide isoform 5 /PREDICTED: similar to protei

53

Q9DEI1 Xenopus laevis AAC60340 BAA36690 PRKDC_XENLA DNA-dependent protein kinase catalytic subunit (DNA-PK catalytic subunit) (DNA-PKcs)/DNA-dependent protein kinase /DNA-dependent protein kinase catalytic subunit
30

60

XP_624927 Apis mellifera PREDICTED: similar to DNA-PKcs

58

XP_640856 Dictyostelium discoideum AX4 EAL66880 Dictyostelium discoideum DNA-activated protein kinase (DNAPK)/putative phosphatidylinositol 3-kinase-related protein kinase
Smo_TOR_16_1

Ppa_TOR_10_146
66

32

37

XP_554364 Anopheles gambiae str. PEST XP_318419 EAL39371 EAA13641 ENSANGP00000029082/ENSANGP00000002762 /ENSANGP00000029082 /ENSANGP00000002762

27

EAR86841 Tetrahymena thermophila SB210 Phosphatidylinositol 3- and 4-kinase family protein
CAI39210 Paramecium tetraurelia DNA-dependent protein kinase catalytic subunit11

19

XP_643468 Dictyostelium discoideum AX4 AAO53167 Dictyostelium discoideum EAL69673 SMG1 family protein kinase/similar to Homo sapiens (Human). KIAA0421 protein (Fragment) /putative phosphatidylinositol 3-kinase-related protein kinase
NP_001021053 Caenorhabditis elegans T28923 AAD48773 AAC48167 Suppressor with Morphological effect on Genitalia family member (smg-1)/T28923 hypothetical protein C48B6.6 - Caenorhabditis elegans/nonsense-mediated mRNA decay protein SMG-1 /Suppressor w

CAE67287 Caenorhabditis briggsae Hypothetical protein CBG1273596
AAX25041 Schistosoma japonicum SJCHGC04590 protein38

XP_666074 Cryptosporidium hominis TU502 XP_625853 Cryptosporidium parvum Iowa II EAK87836 Cryptosporidium parvum EAL35844 Cryptosporidium hominis ataxia telangiectasia and Rad3-related protein/FRP1 like protein involved in DNA repair with a FAT
XP_767837 Giardia lamblia ATCC 50803 AAM33436 EAA37683 phosphatidylinositol kinase/phosphatidylinositol kinase-related kinase /GLP_171_17599_22176

XP_567963 Cryptococcus neoformans var. neoformans JEC21 EAL18680 Cryptococcus neoformans var. neoformans B-3501A AAW46446 Cryptococcus neoformans var. neoformans JEC21 phosphatidylinositol 3-kinase/hypothetical protein CNBI2680 /phosphatidylinosi29
XP_469649 Oryza sativa (japonica cultivar-group) AAP44699 AAR07071 putative phosphatidylinositol 3-kinase-related protein kinase/putative phosphatidylinositol 3-kinase-related protein kinase /putative phosphatidylinositol 3-kinase-related protein kin
Smo_TOR_6_1 Smo_TOR_5_1
Ppa_TOR_1_148

47

XP_851552 Canis familiaris XP_603490 Bos taurus NP_055907 Homo sapiens NP_001026984 Mus musculus AAK00511 Homo sapiens AAK58892 BAB70696 BAA24851 AAM73708 PREDICTED: similar to PI-3-kinase-related kinase SMG-1/PREDICTED: similar to PI-3-kinas
XP_414907 Gallus gallus PREDICTED: similar to PI-3-kinase ATX70

XP_698309 Danio rerio XP_698605 PREDICTED: similar to PI-3-kinase-related kinase SMG-1/PREDICTED: similar to PI-3-kinase-related kinase SMG-1
CAG06224 Tetraodon nigroviridis unnamed protein product92

94

18

NP_650435 Drosophila melanogaster Q5EAK6 AAF55149 AAM29197 AAR89513 DAA04940 telomere fusion CG6535-PA/ATM_DROME Serine/threonine-protein kinase ATM (Telomere fusion protein)/CG6535-PA /AT01448p /ATM protein /TPA: TPA_exp: telomere fusion protein
EAL29042 Drosophila pseudoobscura GA19668-PA94

XP_651798 Entamoeba histolytica HM-1:IMSS XP_653989 EAL46411 EAL48603 Phosphatidylinositol 3- and 4-kinase family/Phosphatidylinositol 3- and 4-kinase family /Phosphatidylinositol 3- and 4-kinase family /Phosphatidylinositol 3- and 4-kinase family
XP_788693 Strongylocentrotus purpuratus PREDICTED: similar to PI-3-kinase-related kinase SMG-1, partial5

NP_490693 Caenorhabditis elegans AAF60692 ATM (ataxia telangectasia mutated) family member (atm-1)/Atm (ataxia telangectasia mutated) family protein 1
CAE74307 Caenorhabditis briggsae Hypothetical protein CBG22015100

8

0

NP_727132 Drosophila melanogaster AAF46207 AAR82784 Smg1 CG32743-PA/CG32743-PA /LD17186p
CAJ08666 Leishmania major phosphatidylinositol 3-related kinase, putative

XP_829526 Trypanosoma brucei TREU927 EAN80414 Trypanosoma brucei phosphatidylinositol 3-related kinase/phosphatidylinositol 3-related kinase, putative
XP_812942 Trypanosoma cruzi strain CL Brener EAN91091 Trypanosoma cruzi phosphatidylinositol 3-related kinase/phosphatidylinositol 3-related kinase, putative

XP_806592 Trypanosoma cruzi strain CL Brener EAN84741 Trypanosoma cruzi phosphatidylinositol 3-related kinase/phosphatidylinositol 3-related kinase, putative56
81

93
11

XP_571535 Cryptococcus neoformans var. neoformans JEC21 Q5KFE0 Filobasidiella neoformans EAL20188 Cryptococcus neoformans var. neoformans B-3501A AAW44228 Cryptococcus neoformans var. neoformans JEC21 telomere length control protein/ATM_CRYNE S

2

XP_650784 Entamoeba histolytica HM-1:IMSS EAL45398 protein kinase/protein kinase, putative
XP_502380 Yarrowia lipolytica CLIB122 Q6CAD2 Yarrowia lipolytica CAG80568 Yarrowia lipolytica CLIB122 hypothetical protein/ATM_YARLI Serine/threonine-protein kinase TEL1 (DNA-damage checkpoint kinase TEL1) (Telomere length regulation protein 1) (13

CAE72216 Caenorhabditis briggsae Hypothetical protein CBG19327
NP_505487 Caenorhabditis elegans NP_001024110 Q22258 BAA33886 CAA94790 CAC42337 ATM(ataxia telangectasia mutated)-Like family member (atl-1)/ATM(ataxia telangectasia mutated)-Like family member (atl-1) /ATR_CAEEL Serine/threonine-protein kinase ATR (99

EAR84669 Tetrahymena thermophila SB210 Phosphatidylinositol 3- and 4-kinase family protein
NP_986554 Eremothecium gossypii AAS54378 Ashbya gossypii ATCC 10895 AGL113Cp/AGL113Cp
XP_446727 Candida glabrata CBS 138 CAG59654 unnamed protein product/unnamed protein product48

NP_013341 Saccharomyces cerevisiae P22543 CAA37610 AAB67396 Phosphatidylinositol 3-kinase responsible for the synthesis of phosphatidylinositol 3-phosphate; forms membrane-associated signal transduction complex with Vps15p to regulate protein sorting17

XP_453887 Kluyveromyces lactis NRRL Y-1140 CAH00983 unnamed protein product/unnamed protein product
71

AAQ63443 Pichia pastoris phosphatidylinositol 3-kinase
84

NP_594699 Schizosaccharomyces pombe 972h- P50520 Schizosaccharomyces pombe AAC49133 AAB34500 CAB93847 hypothetical protein SPAC458.05/VPS34_SCHPO Phosphatidylinositol 3-kinase vps34 (PtdIns-3-kinase vps34) (PI3-kinase vps34) (PI3K vps34) (Vacuolar
17

P42347 Glycine max AAA83995 CAD56881 Medicago truncatula AAW57810 Oryza sativa (japonica cultivar-group) AAW80628 Nicotiana tabacum ABA03135 Phaseolus vulgaris ABA03136 PI3K1_SOYBN Phosphatidylinositol 3-kinase, root isoform (PI3-kinase) (PtdI
P42348 Glycine max AAA64468 PI3K2_SOYBN Phosphatidylinositol 3-kinase, nodule isoform (PI3-kinase) (PtdIns-3-kinase) (PI3K) (SPI3K-1)/phosphatidylinositol 3-kinase83
2637_Cre AAC50017 Chlamydomonas reinhardtii phosphatidylinositol 3-kinase63

25

XP_554189 Anopheles gambiae str. PEST XP_319464 EAA13932 EAL39314 ENSANGP00000029444/ENSANGP00000002906 /ENSANGP00000002906 /ENSANGP00000029444
NP_477133 Drosophila melanogaster CAA68185 AAL13591 AAF47030 EAL25666 Drosophila pseudoobscura Phosphotidylinositol 3 kinase 59F CG5373-PA/1-phosphatidylinositol 3-kinase /GH13170p /CG5373-PA /GA18829-PA

AAH92169 Danio rerio Pik3c3 protein69
54

36

XP_568889 Cryptococcus neoformans var. neoformans JEC21 EAL22626 Cryptococcus neoformans var. neoformans B-3501A AAW41582 Cryptococcus neoformans var. neoformans JEC21 phosphatidylinositol 3-kinase/hypothetical protein CNBB2580 /phosphatidylinosi

47

54

BAE75883 Pichia pastoris phosphatidylinositol 4-kinase

65

AAB53966 Homo sapiens phosphatidylinositol 3-kinase delta catalytic subunit
NP_957493 Danio rerio AAH54896 phosphoinositide-3-kinase, catalytic, delta polypeptide/Similar to phosphoinositide-3-kinase, catalytic, delta polypeptide

CAG07537 Tetraodon nigroviridis unnamed protein product48
XP_514361 Pan troglodytes NP_005017 Homo sapiens NP_001025008 Mus musculus NP_032866 O35904 O00329 Homo sapiens AAC25677 AAC25676 Mus musculus CAC21451 AAN05615 BAC30725 CAA71149 Homo sapiens AAH35203 Mus musculus CAI15702 Homo sapiens C46

62

XP_534280 Canis familiaris AAQ02515 synthetic construct PREDICTED: similar to Phosphatidylinositol-4,5-bisphosphate 3-kinase catalytic subunit, beta isoform (PI3-kinase p110 subunit beta) (PtdIns-3-kinase p110) (PI3K) (PI3Kbeta) isoform 1/phosphoin
64

XP_623897 Apis mellifera PREDICTED: similar to ENSANGP00000020426
94

61

16

0

0

XP_664579 Aspergillus nidulans FGSC A4 AAD53316 Emericella nidulans AAD54313 EAA61621 Aspergillus nidulans FGSC A4 hypothetical protein AN6975.2/UVSB /UVSB PI-3 kinase /hypothetical protein AN6975.2
XP_746663 Aspergillus fumigatus Af293 EAL84625 ATM related kinase UvsB/UVSB81

BAE65386 Aspergillus oryzae unnamed protein product71

XP_505672 Yarrowia lipolytica CLIB122 CAG78481 hypothetical protein/unnamed protein product
4

XP_388859 Gibberella zeae PH-1 EAA72273 hypothetical protein FG08683.1/hypothetical protein FG08683.1
EAQ89645 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_06264
XP_366580 Magnaporthe grisea 70-15 EAQ70977 hypothetical protein MG02656.4/hypothetical protein MGG_ch7g38428

XP_965765 Neurospora crassa N150 XP_324805 Neurospora crassa EAA36529 hypothetical protein NCU00625.1/hypothetical protein /hypothetical protein52
51

Smo_TOR719884092_1
29

NP_595357 Schizosaccharomyces pombe 972h- Q02099 Schizosaccharomyces pombe CAA70297 AAC49607 CAB40165 ATR checkpoint kinase/RAD3_SCHPO Protein kinase rad3 (DNA-repair protein rad3)/RAD3 /protein kinase Rad3 /rad3
XP_625199 Apis mellifera PREDICTED: similar to ataxia telangiectasia and Rad3 related protein13

XP_581054 Bos taurus XP_534295 Canis familiaris XP_942298 Homo sapiens XP_865773 Canis familiaris XP_865757 XP_516792 Pan troglodytes NP_001175 Homo sapiens XP_422595 Gallus gallus Q13535 Homo sapiens 2211433A AAC50405 CAA70298 AAC50929
Q9JKK8 Mus musculus AAF61728 BAD90361 BAE21043 ATR_MOUSE Serine/threonine-protein kinase ATR (Ataxia telangiectasia and Rad3-related protein)/protein kinase ATR /mKIAA4069 protein /unnamed protein product55
Q9DE14 Xenopus laevis AAG34794 AAG40002 AAW78662 ATR_XENLA Serine/threonine-protein kinase atr (Ataxia telangiectasia and Rad3-related protein) (Xatr)/Atr protein /ataxia telangiectasia and Rad3-related protein /protein kinase72

CAG13362 Tetraodon nigroviridis unnamed protein product
XP_696163 Danio rerio PREDICTED: similar to Serine-protein kinase ATR (Ataxia telangiectasia and Rad3 related protein) (FRAP-related protein 1)87

73

XP_788077 Strongylocentrotus purpuratus XP_794086 PREDICTED: similar to ataxia telangiectasia and Rad3 related protein/PREDICTED: similar to ataxia telangiectasia and Rad3 related protein, partial
47

10

NP_523369 Drosophila melanogaster 2121260B Q9VXG8 AAC46881 AAF48604 AAQ22732 meiotic 41 CG4252-PA/2121260B mei-41 gene/ATR_DROME Serine/threonine-protein kinase ATR (Ataxia telangiectasia and Rad3-related protein homolog) (ATR homolog) (dATR) (Meioti
XP_320116 Anopheles gambiae str. PEST EAA15175 ENSANGP00000018055/ENSANGP0000001805537

4

6

0

XP_757257 Ustilago maydis 521 EAK82069 hypothetical protein UM01110.1/hypothetical protein UM01110.1
XP_570855 Cryptococcus neoformans var. neoformans JEC21 EAL20642 Cryptococcus neoformans var. neoformans B-3501A AAW43548 Cryptococcus neoformans var. neoformans JEC21 UVSB PI-3 kinase/hypothetical protein CNBE3070 /UVSB PI-3 kinase, putative58

AT5G40820 = NP_198898 Q9FKS4 BAA92828 BAB11344 inositol or phosphatidylinositol kinase/phosphotransferase, alcohol group as acceptor /ATR_ARATH Serine/threonine-protein kinase ATR (DNA-repair protein ATR) (AtATR) (Ataxia telangiectasia-mutated and R
Ppa_TOR_3_1

ABD83299 Beta vulgaris GlimmerM protein 276
Q5Z987 Oryza sativa BAD61693 Oryza sativa (japonica cultivar-group) BAD62537 ATR_ORYSA Serine/threonine-protein kinase ATR/putative AtRAD3 /putative AtRAD358

29

Smo_TOR_8_1 Smo_TOR_7_1
29

86

gnl|CMER|CMN075C_similar_to_DNA_damage_checkpoint_kinase_RAD3

34

8

XP_460282 Debaryomyces hansenii CBS767 CAG88564 hypothetical protein DEHA0E23925g/unnamed protein product
XP_710664 Candida albicans SC5314 XP_710655 Q59LR2 Candida albicans EAK91407 Candida albicans SC5314 EAK91416 putative phosphatidylinositol kinase/putative phosphatidylinositol kinase /ATR_CANAL Serine/threonine-protein kinase MEC1 (DNA-damage ch79

3

0

0

XP_508742 Pan troglodytes NP_612149 Homo sapiens XP_605744 Bos taurus NP_000042 Homo sapiens XP_945884 Q6PQD5 Sus scrofa Q13315 Homo sapiens 2124355A AAA86520 AAC50289 AAB38310 AAB38309 AAB65827 AAF20175 Xenopus laevis AAT01608 Sus scrofa
XP_236275 Rattus norvegicus NP_031525 Mus musculus Q62388 AAC52673 CAE53956 Danio rerio AAH67212 Mus musculus BAD91491 Danio rerio PREDICTED: similar to homolog of the human ataxia telangiectasia gene/ataxia telangiectasia mutated homolog /AT
CAF90921 Tetraodon nigroviridis unnamed protein product63

XP_862746 Canis familiaris XP_862768 XP_850964 PREDICTED: similar to ataxia telangiectasia mutated protein isoform 1 isoform 3/PREDICTED: similar to ataxia telangiectasia mutated protein isoform 1 isoform 4 /PREDICTED: similar to ataxia telangiectasi55
42

XP_417160 Gallus gallus PREDICTED: similar to ATM
BAA85312 Gallus gallus ataxia telangiectasia mutated66

65

XP_553427 Anopheles gambiae str. PEST EAL39132 ENSANGP00000025430/ENSANGP00000025430

31

NP_588126 Schizosaccharomyces pombe 972h- O74630 Schizosaccharomyces pombe BAA33817 CAB51562 hypothetical protein SPCC23B6.03c/ATM_SCHPO Serine/threonine-protein kinase tel1 (DNA-damage checkpoint kinase tel1) (Telomere length regulation protein 1)
XP_385695 Gibberella zeae PH-1 XP_322360 Neurospora crassa XP_957745 Neurospora crassa N150 Q4IB89 Gibberella zeae Q7RZT9 Neurospora crassa EAA28509 EAA74649 Gibberella zeae PH-1 EAQ91322 Chaetomium globosum CBS 148.51 hypothetical protei

XP_364065 Magnaporthe grisea 70-15 hypothetical protein MG08910.471
XP_657642 Aspergillus nidulans FGSC A4 XP_753387 Aspergillus fumigatus Af293 Q4WVM7 Aspergillus fumigatus Q5BHE2 Emericella nidulans EAA65357 Aspergillus nidulans FGSC A4 EAL91349 Aspergillus fumigatus Af293 hypothetical protein AN0038.2/ph
Q2U639 Aspergillus oryzae BAE62976 ATM_ASPOR Serine/threonine-protein kinase tel1 (DNA-damage checkpoint kinase tel1) (Telomere length regulation protein 1) (ATM homolog)/unnamed protein product41

56

58

20

Q9M3G7 Arabidopsis thaliana CAB86487 CAB92122 ATM_ARATH Serine/threonine-protein kinase ATM (Ataxia telangiectasia mutated homolog) (AtATM)/ataxia-telangiectasia mutated protein (Atm) /AtATM
Ppa_TOR_6_160

Smo_TOR_17_1
Smo_TOR_21_194

47

12

XP_454263 Kluyveromyces lactis NRRL Y-1140 Q6CP76 Kluyveromyces lactis CAG99350 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/ATM_KLULA Serine/threonine-protein kinase TEL1 (DNA-damage checkpoint kinase TEL1) (Telomere length regulatio
NP_986380 Eremothecium gossypii Q751J3 AAS54204 Ashbya gossypii ATCC 10895 AGL287Wp/ATM_ASHGO Serine/threonine-protein kinase TEL1 (DNA-damage checkpoint kinase TEL1) (Telomere length regulation protein 1) (ATM homolog)/AGL287Wp

NP_009465 Saccharomyces cerevisiae P38110 CAA56016 CAA84909 Protein kinase, primarily involved in telomere length regulation; contributes to cell cycle checkpoint control in response to DNA damage; functionally redundant with Mec1p; homolog of human54
46

XP_446995 Candida glabrata CBS 138 Q6FRZ9 Candida glabrata CAG59928 Candida glabrata CBS 138 unnamed protein product/ATM_CANGA Serine/threonine-protein kinase TEL1 (DNA-damage checkpoint kinase TEL1) (Telomere length regulation protein 1) (ATM ho
20

XP_457893 Debaryomyces hansenii CBS767 Q6BV76 Debaryomyces hansenii CAG85943 Debaryomyces hansenii CBS767 hypothetical protein DEHA0C05456g/ATM_DEBHA Serine/threonine-protein kinase TEL1 (DNA-damage checkpoint kinase TEL1) (Telomere length regula
XP_719142 Candida albicans SC5314 XP_710045 XP_719259 Q5ABX0 Candida albicans EAK90769 Candida albicans SC5314 EAL00247 EAL00369 putative phosphatidylinositol kinase/putative phosphatidylinositol kinase /putative phosphatidylinositol kinase /ATM_53

17

2

2338_Cre

2

0

XP_635176 Dictyostelium discoideum AX4 EAL61674 Dictyostelium discoideum ATR family protein kinase/putative phosphatidylinositol 3-kinase-related protein kinase
XP_814610 Trypanosoma cruzi strain CL Brener EAN92759 Trypanosoma cruzi phosphatidylinositol kinase domain protein/phosphatidylinositol kinase domain protein, putative

XP_951535 Trypanosoma brucei TREU927 AAQ15683 Trypanosoma brucei AAX79183 phosphatidylinositol kinase/phosphatidylinositol kinase domain protein, putative /phosphatidylinositol kinase domain protein, putative60
XP_822211 Leishmania major strain Friedlin AAZ10021 Leishmania major hypothetical protein LMJ_0097/phosphatidylinositol 3-kinase-like protein

2394_Cre18
2

0

0

NP_009694 Saccharomyces cerevisiae 2118402K P38111 CAA53494 BAA01860 CAA85094 AAA74482 Genome integrity checkpoint protein and PI kinase superfamily member; signal transducer required for cell cycle arrest and transcriptional responses prompted by da
XP_445202 Candida glabrata CBS 138 Q6FX42 Candida glabrata CAG58106 Candida glabrata CBS 138 unnamed protein product/ATR_CANGA Serine/threonine-protein kinase MEC1 (DNA-damage checkpoint kinase MEC1) (Mitosis entry checkpoint protein 1) (ATR homo91

NP_983055 Eremothecium gossypii Q75DB8 AAS50879 Ashbya gossypii ATCC 10895 ABR108Cp/ATR_ASHGO Serine/threonine-protein kinase MEC1 (DNA-damage checkpoint kinase MEC1) (Mitosis entry checkpoint protein 1) (ATR homolog)/ABR108Cp
XP_452905 Kluyveromyces lactis NRRL Y-1140 Q6CT34 Kluyveromyces lactis CAH01756 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/ATR_KLULA Serine/threonine-protein kinase MEC1 (DNA-damage checkpoint kinase MEC1) (Mitosis entry checkpoint75

73

NP_584638 Encephalitozoon cuniculi GB-M1 CAD25142 PROTEIN KINASE OF THE PI3/PI4 FAMILY /PROTEIN KINASE OF THE PI3/PI4 FAMILY
gnl|CMER|CMO046C_similar_to_PCAF_histone_acetylase_complex_subunit13

1

0

0

0

gnl|CMER|CMR018C_phosphatidylinositol_3-kinase
CAJ08117 Leishmania major phosphatidylinositol 3-kinase-like protein

XP_818955 Trypanosoma cruzi strain CL Brener EAN97104 Trypanosoma cruzi hypothetical protein/hypothetical protein, conserved68
XP_826806 Trypanosoma brucei TREU927 AAX80939 Trypanosoma brucei AAZ10671 hypothetical protein Tb927.4.800/hypothetical protein, conserved /hypothetical protein, conserved97

40

CAJ08193 Leishmania major phosphatidylinositol 3-kinase (tor2)-like protein
XP_809528 Trypanosoma cruzi strain CL Brener EAN87677 Trypanosoma cruzi phosphatidylinositol 3-kinase tor/phosphatidylinositol 3-kinase tor, putative
XP_824842 Trypanosoma brucei TREU927 AAX70644 Trypanosoma brucei AAZ10633 phosphatidylinositol 3-kinase/phosphatidylinositol 3-kinase tor, putative /phosphatidylinositol 3-kinase tor, putative78

94

NP_491552 Caenorhabditis elegans NP_491549 Q95Q95 T25444 AAN84885 AAN84886 B0261.2b/B0261.2a /TOR_CAEEL Target of rapamycin homolog (CeTOR) (Lethal protein 363) /T25444 hypothetical protein B0261.2 - Caenorhabditis elegans/Lethal protein 363, isoform
CAJ09256 Leishmania major hypothetical protein, conserved12

XP_846702 Trypanosoma brucei TREU927 CAJ16242 Trypanosoma brucei phosphatidylinositol 3-kinase/phosphatidylinositol 3-kinase, putative
CAJ04126 Leishmania major phosphatidylinositol 3-kinase, putative

XP_802317 Trypanosoma cruzi strain CL Brener EAN80871 Trypanosoma cruzi phosphatidylinositol 3-kinase/phosphatidylinositol 3-kinase, putative64
96

4

0

XP_655838 Entamoeba histolytica HM-1:IMSS XP_651206 EAL45820 EAL50452 Phosphatidylinositol 3-kinase/phosphatidylinositol 3-kinase tor /phosphatidylinositol 3-kinase tor, putative /Phosphatidylinositol 3-kinase, putative
XP_650638 Entamoeba histolytica HM-1:IMSS EAL45251 FKBP-rapamycin associated protein (FRAP)/FKBP-rapamycin associated protein (FRAP), putative54

XP_818605 Trypanosoma cruzi strain CL Brener EAN96754 Trypanosoma cruzi phosphatidylinositol 3 kinase/phosphatidylinositol 3 kinase, putative
CAJ09607 Leishmania major phosphatidylinositol 3 kinase, putative76

XP_823076 Trypanosoma brucei TREU927 AAC32769 Trypanosoma brucei EAN78248 phosphatidylinositol 3 kinase/phosphatidylinositol 3 kinase /phosphatidylinositol 3 kinase, putative95

XP_571336 Cryptococcus neoformans var. neoformans JEC21 AAD16273 Cryptococcus neoformans var. grubii EAL20296 Cryptococcus neoformans var. neoformans B-3501A AAW44029 Cryptococcus neoformans var. neoformans JEC21 phosphatidylinositol 3-kinase T
AAD16274 Cryptococcus neoformans var. neoformans phosphatidylinositol 3-kinase TOR1100

XP_640629 Dictyostelium discoideum AX4 AAO43977 Dictyostelium discoideum EAL66546 hypothetical protein DDB0214908/Tor /hypothetical protein DDB0214908
XP_865542 Canis familiaris XP_535407 NP_004949 Homo sapiens XP_417614 Gallus gallus XP_693307 Danio rerio XP_697885 XP_701115 XP_865524 Canis familiaris P42345 Homo sapiens 2014422A AAA58486 AAB32956 AAC39933 CAC15570 CAI17227 CAI17228 CAI22
XP_622902 Mus musculus NP_063971 Rattus norvegicus NP_064393 Mus musculus Q9JLN9 P42346 Rattus norvegicus AAA20091 AAA65929 AAF73196 Mus musculus AAI12905 PREDICTED: similar to FKBP12-rapamycin complex-associated protein (FK506-binding protei99

XP_798526 Strongylocentrotus purpuratus PREDICTED: similar to FKBP12-rapamycin complex-associated protein (FK506-binding protein 12-rapamycin complex-associated protein 1) (Rapamycin target protein) (RAPT1) (Mammalian target of rapamycin) (MTOR), par43

EAS01249 Tetrahymena thermophila SB210 Phosphatidylinositol 3- and 4-kinase family protein
EAS01250 Tetrahymena thermophila SB210 Phosphatidylinositol 3- and 4-kinase family protein99

22

3

XP_625130 Apis mellifera PREDICTED: similar to target of rapamycin
NP_524891 Drosophila melanogaster AAF53237 AAK93492 AAL39420 EAL32962 Drosophila pseudoobscura Target of rapamycin CG5092-PA/CG5092-PA /SD02269p /GM10438p /GA18654-PA28

XP_317619 Anopheles gambiae str. PEST EAA12914 ENSANGP00000007283/ENSANGP0000000728321

AAR97336 Aedes aegypti target of rapamycin
85

0

NP_595359 Schizosaccharomyces pombe 972h- Q9Y7K2 Schizosaccharomyces pombe CAB40167 phosphatidylinositol kinase/TOR2_SCHPO Phosphatidylinositol 3-kinase tor2 (PtdIns-3-kinase tor2) (PI3-kinase tor2) (PI3K tor2)/SPBC216.07c
XP_759363 Ustilago maydis 521 EAK84321 hypothetical protein UM03216.1/hypothetical protein UM03216.1
Smo_TOR719872428_193
NP_596275 Schizosaccharomyces pombe 972h- O14356 Schizosaccharomyces pombe CAB10805 hypothetical protein SPBC30D10.10c/TOR1_SCHPO Phosphatidylinositol 3-kinase tor1 (PtdIns-3-kinase tor1) (PI3-kinase tor1) (PI3K tor1)/SPBC30D10.10c16

6

XP_663586 Aspergillus nidulans FGSC A4 EAA57731 CAG30554 Emericella nidulans hypothetical protein AN5982.2/hypothetical protein AN5982.2 /TorA protein
XP_755360 Aspergillus fumigatus Af293 EAL93322 phosphatidylinositol 3-kinase/phosphatidylinositol 3-kinase, putative59

BAE65083 Aspergillus oryzae unnamed protein product71

XP_505106 Yarrowia lipolytica CLIB122 CAG77913 hypothetical protein/unnamed protein product
32

XP_388309 Gibberella zeae PH-1 EAA71932 hypothetical protein FG08133.1/hypothetical protein FG08133.1
ABB73305 Podospora anserina target of rapamycin10
XP_960570 Neurospora crassa N150 XP_325463 Neurospora crassa EAA31334 hypothetical protein/hypothetical protein /hypothetical protein
EAQ84706 Chaetomium globosum CBS 148.51 conserved hypothetical protein48

22

16

XP_461362 Debaryomyces hansenii CBS767 XP_713206 Candida albicans SC5314 XP_713160 EAK94043 EAK94089 CAG89768 Debaryomyces hansenii CBS767 hypothetical protein DEHA0F24882g/putative TOR protein/phosphatidylinositol kinase fragment /putative TOR p

6

XP_445995 Candida glabrata CBS 138 CAG58919 unnamed protein product/unnamed protein product
18

NP_012719 Saccharomyces cerevisiae NP_985967 Eremothecium gossypii 2010264B Saccharomyces cerevisiae P32600 CAA50548 CAA82048 AAS53791 Ashbya gossypii ATCC 10895 PIK-related protein kinase and rapamycin target; subunit of TORC1, a complex that
XP_452152 Kluyveromyces lactis NRRL Y-1140 CAH02545 unnamed protein product/unnamed protein product68

NP_012600 Saccharomyces cerevisiae 2010264A P35169 AAB66881 CAA52849 CAA89594 AAB39292 PIK-related protein kinase and rapamycin target; subunit of TORC1, a complex that controls growth in response to nutrients by regulating translation, transcription32

52

XP_448247 Candida glabrata CBS 138 CAG61208 unnamed protein product/unnamed protein product

38

6

10143_Cre ABB13529 Chlamydomonas reinhardtii target of rapamycin kinase
AAT93990 Oryza sativa (japonica cultivar-group) AAW78347 Zea mays unknown protein/target of rapamycin

Smo_TOR_10_1
Smo_TOR_4_194

AT1G50030 = NP_175425 Ppa_TOR_2_1 AAF76442 AAG43423 AAM13218 AAN72136 TOR (TARGET OF RAPAMYCIN)/Contains strong similarity to rapamycin associated protein FRAP2 from Homo sapiens gb|U88966 and contains a Phosphatidylinositol kinase PF|00454 domain.47
28
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TOR (AT1G50030): partial tree
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