
XP_828624 Trypanosoma brucei TREU927 EAN79512 Trypanosoma brucei synaptojanin/synaptojanin (N-terminal domain), putative
CAJ04504 Leishmania major inositol polyphosphate phosphatase, putative

XP_394455 Apis mellifera PREDICTED: similar to Protein KIAA0274
NP_598760 Mus musculus Q91WF7 AAH15295 AAH31887 BAE42839 Sac domain-containing inositol phosphatase 3/SAC3_MOUSE SAC domain-containing protein 3 /Sac domain-containing inositol phosphatase 3 /Sac domain-containing inositol phosphatase 3 /unnamed prot

NP_055660 Homo sapiens Q92562 AAH41338 BAA13403 CAI19669 CAI42494 BAD96452 Sac domain-containing inositol phosphatase 3/SAC3_HUMAN SAC domain-containing protein 3 /Sac domain-containing inositol phosphatase 3 /KIAA0274 /RP1-249I4.1 /RP1-249I4.1 /Sac
XP_532259 Canis familiaris PREDICTED: similar to SAC domain-containing protein 3 isoform 1

XP_613773 Bos taurus PREDICTED: similar to SAC domain-containing protein 3
XP_313776 Anopheles gambiae str. PEST EAA09263 ENSANGP00000016948/ENSANGP00000016948
NP_608841 Drosophila melanogaster AAF51002 AAL13952 CG17840-PA/CG17840-PA /LD46494p

EAL34146 Drosophila pseudoobscura GA14694-PA
XP_796508 Strongylocentrotus purpuratus PREDICTED: similar to SAC domain-containing protein 3, partial

AT1G22620 = NP_173676 AAC25523 AAF18517 AAP49834 AAQ13339 phosphoinositide 5-phosphatase/Similar to hypothetical protein C34B7.2 gb|1729503 from C. elegans cosmid gb|Z83220. /Hypothetical protein /SAC domain protein 1 /FIG4-like protein AtFIG4
XP_479718 Oryza sativa (japonica cultivar-group) XP_507089 BAD09523 putative sac domain-containing inositol phosphatase 3/PREDICTED P0007D08.10-1 gene product /putative sac domain-containing inositol phosphatase 3

BAD35418 Oryza sativa (japonica cultivar-group) BAD35729 Sac domain-containing inositol phosphatase-like/Sac domain-containing inositol phosphatase-like
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AT3G14205 = NP_566481 BAB02988 AAK91448 AAM16260 AAP49835 phosphoinositide 5-phosphatase/unnamed protein product /At3g14201 /at3g14201/at3g14201 /SAC domain protein 2
AT3G43220 = NP_189908 CAB89043 AAM19844 AAP49836 phosphoinositide 5-phosphatase/putative protein /AT3g43220/F7K15_70 /SAC domain protein 3

AT5G20840 = NP_197584 AAP49837 phosphoinositide 5-phosphatase/SAC domain protein 4
BAD35217 Oryza sativa (japonica cultivar-group) putative Sac domain-containing inositol phosphatase 3

XP_470554 Oryza sativa (japonica cultivar-group) AAK92639 Putative phosphoinositide phosphatase/Putative phosphoinositide phosphatase
AT1G17340 = NP_173177 AAF97309 AAM10384 AAN72303 AAP49838 phosphoinositide 5-phosphatase/Unknown protein /At1g17340/F28G4_6 /At1g17340/F28G4_6 /SAC domain protein 5
1288_Cre

XP_953871 Theileria annulata strain Ankara CAI73193 Theileria annulata hypothetical protein TA06315/hypothetical protein, conserved
XP_766425 Theileria parva strain Muguga EAN34142 Theileria parva hypothetical protein TP01_0904/hypothetical protein TP01_0904

XP_640668 Dictyostelium discoideum AX4 EAL66695 Dictyostelium discoideum hypothetical protein DDB0205575/hypothetical protein DDB0205575
XP_384456 Gibberella zeae PH-1 EAA73606 hypothetical protein FG04280.1/hypothetical protein FG04280.1

XP_367166 Magnaporthe grisea 70-15 hypothetical protein MG07091.4
EAQ87955 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_04574

XP_961768 Neurospora crassa N150 XP_329813 Neurospora crassa EAA32532 hypothetical protein/hypothetical protein /hypothetical protein
BAE61263 Aspergillus oryzae unnamed protein product

XP_680583 Aspergillus nidulans FGSC A4 EAA61365 hypothetical protein AN7314.2/hypothetical protein AN7314.2
XP_756001 Aspergillus fumigatus Af293 EAL93963 hypothetical protein Afu2g16640/SacI domain protein

XP_504713 Yarrowia lipolytica CLIB122 CAG80317 hypothetical protein/unnamed protein product
XP_454043 Kluyveromyces lactis NRRL Y-1140 CAG99130 unnamed protein product/unnamed protein product
XP_445522 Candida glabrata CBS 138 CAG58433 unnamed protein product/unnamed protein product

NP_014074 Saccharomyces cerevisiae P42837 CAA86373 CAA96256 Protein required for efficient mating, member of a family of eukaryotic proteins that contain a domain homologous to Sac1p; Fig4p/FIG4_YEAST Polyphosphoinositide phosphatase (Phosphatidylino
XP_460167 Debaryomyces hansenii CBS767 CAG88440 hypothetical protein DEHA0E20955g/unnamed protein product

XP_762005 Ustilago maydis 521 EAK86803 hypothetical protein UM05858.1/hypothetical protein UM05858.1
NP_001018284 Schizosaccharomyces pombe 972h- CAB60248 Schizosaccharomyces pombe hypothetical protein SPAC1093.03/SPAC1093.03

NP_704519 Plasmodium falciparum 3D7 CAD51338 hypothetical protein/hypothetical protein, conserved
XP_724551 Plasmodium yoelii yoelii str. 17XNL EAA16116 Plasmodium yoelii yoelii hypothetical protein PY04281/Homo sapiens KIAA0851 protein, putative

NP_492266 Caenorhabditis elegans CAB05701 C34B7.2/Hypothetical protein C34B7.2
CAE60466 Caenorhabditis briggsae Hypothetical protein CBG04077

NP_003886 Homo sapiens NP_982271 O43426 AAC51921 AAC51922 BAA74933 AAH98395 synaptojanin 1 isoform a/synaptojanin 1 isoform b /SYNJ1_HUMAN Synaptojanin-1 (Synaptic inositol-1,4,5-trisphosphate 5-phosphatase 1)/synaptojanin /synaptojanin /KIAA0910 pro
NP_985302 Eremothecium gossypii AAS53126 Ashbya gossypii ATCC 10895 AER447Cp/AER447Cp

XP_568319 Cryptococcus neoformans var. neoformans JEC21 EAL17511 Cryptococcus neoformans var. neoformans B-3501A AAW46802 Cryptococcus neoformans var. neoformans JEC21 inositol/phosphatidylinositol phosphatase /hypothetical protein CNBM0780 /inos
XP_661445 Aspergillus nidulans FGSC A4 EAA59106 hypothetical protein AN3841.2/hypothetical protein AN3841.2

XP_752021 Aspergillus fumigatus Af293 EAL89983 phosphoinositide phosphatase Sac1/phosphoinositide phosphatase (Sac1), putative
BAE59269 Aspergillus oryzae unnamed protein product

XP_325076 Neurospora crassa XP_964812 Neurospora crassa N150 EAA35576 Neurospora crassa CAE82002 hypothetical protein/hypothetical protein /hypothetical protein /related to SAC1 protein
XP_363258 Magnaporthe grisea 70-15 hypothetical protein MG01184.4

EAQ93723 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_01958
XP_380864 Gibberella zeae PH-1 EAA67370 hypothetical protein FG00688.1/hypothetical protein FG00688.1

XP_502467 Yarrowia lipolytica CLIB122 CAG80655 hypothetical protein/unnamed protein product
XP_723361 Candida albicans SC5314 XP_723550 EAL04658 EAL04853 polyphosphoinositide phosphatase/polyphosphoinositide phosphatase /hypothetical protein CaO19.12329 /hypothetical protein CaO19.4865

XP_466191 Oryza sativa (japonica cultivar-group) BAD33306 putative suppressor of actin 1/inositol 5-phosphatase 3-like protein
NP_492518 Caenorhabditis elegans CAB03020 F30A10.6/Hypothetical protein F30A10.6
CAE56712 Caenorhabditis briggsae Hypothetical protein CBG24498

AAH74260 Xenopus laevis AAH77608 MGC84016 protein/MGC84016 protein
NP_446250 Rattus norvegicus XP_579577 AAG29810 SAC1 (supressor of actin mutations 1, homolog)-like/PREDICTED: SAC1 (supressor of actin mutations 1, homolog)-like /phosphoinositide phosphatase SAC1
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