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100 1AT4G12420 = NP_192979 Q9SU40 CAB41712 CAB78285 AAL62306 SKU5; copper ion binding/SKU5_ARATH Putative monocopper oxidase precursor (Skewed roots)/putative pollen-specific protein /putative pollen-specific protein /multi-copper oxidase-related protein

2 L——AANG60298 Arabidopsis thaliana unknown
95 —AT4G25240 = NP_194254 Q8VXX5 CAA23065 CAB81335 AAL67075 AAM14169 SKS1 (SKU5 SIMILAR 1); copper ion binding/SKS1_ARATH Monocopper oxidase-like protein SKS1 precursor/Pollen-specific protein precursor like /Pollen-specific protein precursor like /puta
L——————AT5G51480 = NP_199961 BAB08664 AAO42151 AAO50523 copper ion binding/pectinesterase-like; strong similarity to pollen-specific protein /unknown protein /unknown protein

AT1G41830 = NP_564479 AAF99833 AAL24296 AAM91125 SKS6; pectinesterase/Putative pectinesterase /Unknown protein /unknown protein

53 AT1G21850 = NP_173603 AAF16544 SKS8; copper ion binding/T26F17.6

AT1G21860 = NP_173604 AAF16543 SKS7; copper ion binding/T26F17.7

AT1G76160 = NP_177743 AAF17645 AAL09733 AAM97070 AAN15546 SKS5; copper ion binding/T23E18.10 /At1g76160/T23E18_10 /pectinesterase, putative /pectinesterase, putative

CABO08077 Lycopersicon esculentum pectinesterase

CAAB65634 Nicotiana tabacum PS60

AT4G28090 = NP_194538 CAB36778 CAB79611 SKS10; copper ion binding/pectinesterase like protein /pectinesterase like protein

AT4G38420 = NP_195555 CAB37498 CAB80507 AAL60036 AAM20243 SKS9; copper ion binding/putative pectinesterase /putative pectinesterase /putative pectinesterase /putative pectinesterase
XP_473496 Oryza sativa (japonica cultivar-group) CAE01850 OSJNBa0084K11.18/OSJNBa0084K11.18

BAD45475 Oryza sativa (japonica cultivar-group) BAD45542 putative PS60/putative PS60

AT4G22010 = NP_193932 CAA18104 CAB79156 AAL91224 AAP68338 SKS4; copper ion binding/pectinesterase like protein /pectinesterase like protein /pectinesterase-like protein /At4g22010

XP_478354 Oryza sativa (japonica cultivar-group) BAC83966 putative PS60/putative PS60

AT5G66920 = NP_569041 BAB08634 AAM19780 AAM61328 AAN38699 SKS17; copper ion binding/pectinesterase like protein /AT5966920/MUD21_18 /pectinesterase-like protein /At5966920/MUD21_18

69 " XP_476421 Oryza sativa (japonica cultivar-group) BAC79733 putative pollen-specific protein NTP303 precursor/putative pollen-specific protein NTP303 precursor
%AWGZ%% =NP_565554 AAC17097 AAM14869 SKS16; copper ion binding/pectinesterase /putative pectinesterase /putative pectinesterase
AT4G37160 = NP_195433 CAB16759 CAB80382 SKS15; copper ion binding/pectinesterase like protein /pectinesterase like protein
100 29 72 XP_475449 Oryza sativa (japonica cultivar-group) AAT01329 AAT01403 putative L-ascorbate oxidase/putative L-ascorbate oxidase /putative L-ascorbate oxidase
49 _|_—NP_915968 Oryza sativa (japonica cultivar-group) BAB64824 putative L-ascorbate oxidase homolog/putative L-ascorbate oxidase
———P29162 Nicotiana tabacum CAA43454 NTP3_TOBAC Pollen-specific protein NTP303 precursor/pollen specific protein
93 AAL87103 Petunia x hybrida 1-ascorbate oxidase
55! 9o—AAQ90183 Nicotiana tabacum ntp201
50 IAAQ90185 Nicotiana tabacum ntp805
AAQ90182 Nicotiana tabacum AAQ90184 ntp101/ntp302
1 CAAA47176 Brassica napus Bplo
AT1G55570 = NP_175953 AAD10638 AAK32912 AAM91432 SKS12; copper ion binding/putative pollen specific protein /At19g55570/T5A14_1 /At1955570/T5A14_1
100 Q00624 Brassica napus CAA45554 CAA47177 CAA47178 ASO_BRANA L-ascorbate oxidase homolog precursor (Ascorbase)/Bp10 /Bplo /Bplo
84 AT1G55560 = NP_564697 AAD10639 CAB59910 BAC43197 AAO64845 SKS14; copper ion binding/putative pollen specific protein /BNH protein /Junknown protein /At1955560
i AT3G13400 = NP_187948 BAB01745 AAL08265 AAL60046 AAM20113 SKS13; copper ion binding/BNH protein; pectinesterase-like protein; pollen-secific protein-like /AT3g13400/MRP15_3 /putative pollen specific protein /putative pollen-specific protein
1] AT3G13390 = NP_187947 BAB01744 AAO42003 AAO50591 SKS11; copper ion binding/l-ascorbate oxidase; pectinesterase-like protein; pollen-specific protein-like /putative pectinesterase (pectin methylesterase) family protein /putative pectinesterase (pecti
Ppa_SKU5_4_1
15 44 Smo_SKU5_8 1
4 40 | I Smo_SKU5_6_2 Smo_SKU5_1_1
| Smo_SKU5_5 2
Ppa_SKU5_2_1
100 99 I AAF26773 Arabidopsis thaliana T4012.2
| 5 | 30 | AHIG75790 = NP_177707 AAF87105 AAM67203 SKS18; copper ion binding/pectinesterase /F10A5.2 /pectinesterase, putative
L Smo_SKU5_4 1
31 XP_549803 Oryza sativa (japonica cultivar-group) BAD45494 BAE79748 putative multi-copper oxidase-related protein/putative multi-copper oxidase-related protein /putative multi-copper oxidase-related protein
—@ﬂmso = NP_199656 BAA96965 SKS3; copper ion binding/pectinesterase-like protein
14 NP_922253 Oryza sativa (japonica cultivar-group) AAM94923 AAM95677 AAP54540 putative ascorbate oxidase/putative pollen specific protein /putative ascorbate oxidase /ascorbate oxidase, putative
44 XP_480151 Oryza sativa (japonica cultivar-group) BAC55686 BAC99776 putative pectinesterase/putative pectinesterase /putative pectinesterase
_|:NP_910202 Oryza sativa (japonica cultivar-group) BAA90610 putative Bplo/putative Bplo
> XP_450643 Oryza sativa (japonica cultivar-group) BAD33459 putative syringolide-induced protein B13-1-1/putative syringolide-induced protein B13-1-1
70 '127| AAY47050 Lycopersicon esculentum ascorbate oxidase
BAB86897 Glycine max syringolide-induced protein B13-1-1
- AT4G39830 = NP_195693 CAA18769 CAB80646 AAU05483 AAU95421 copper ion binding/putative L-ascorbate oxidase /putative L-ascorbate oxidase /At4g39830 /At4939830
85 AAF20931 Brassica juncea ascorbate oxidase
34 AT5G21100 = NP_197609 AAM20438 AAO30070 AAO73900 copper ion binding/ascorbate oxidase-like protein /ascorbate oxidase-like protein /L-ascorbate oxidase, putative
3 BAD54546 Oryza sativa (japonica cultivar-group) putative ascorbate oxidase AO4
Q40588 Nicotiana tabacum BAA07734 ASO_TOBAC L-ascorbate oxidase precursor (Ascorbase) (ASO)/ascorbate oxidase precursor
22 AT5G21105 = NP_680176 BAA20519 AAK91422 AAN46839 L-ascorbate oxidase/copper ion binding /ascorbate oxidase /AT5921100/T10F18_130 /At59g21100/T10F18_130
AAF20932 Brassica juncea AAF20933 ascorbate oxidase/ascorbate oxidase
Ppa_SKU5_5_1
29 L15_8|:AAF35910 Cucumis melo ascorbate oxidase AO1
CAA71275 Cucumis melo L-ascorbate oxidase
71 P37064 Cucurbita pepo var. melopepo 1ASP 1ASP 1ASQ Cucurbita pepo subsp. pepo 1ASQ 1ASO 1ASO 1A0Z 1A0OZ ASO_CUCPM L-ascorbate oxidase (Ascorbase) (ASO)/B Chain B, Ascorbate Oxidase (Peroxide Form) (E.C.1.10.3.3) /A Chain A, Ascorbate Oxidase (Peroxid
P24792 Cucurbita maxima CAA39300 Cucurbita cv. Ebisu Nankin BAA09528 Cucurbita maxima ASO_CUCMA L-ascorbate oxidase precursor (Ascorbase) (ASO)/ascorbate oxidase /ascorbate oxidase
P14133 Cucumis sativus AAA33119 ASO_CUCSA L-ascorbate oxidase precursor (Ascorbase) (ASO)/ascorbate oxidase precursor (EC 1.10.3.3)
AAF35911 Cucumis melo ascorbate oxidase AO4
Smo_SKU5_24 1
Smo_SKU5_19 1
AT2G30210 = NP_180580 AAC16927 AAM14916 copper ion binding/putative laccase /putative laccase
89 AAL73970 Lolium perenne laccase LAC5-4
61 4@12 Zea mays AAX83113 laccase 1/laccase 1
XP_463491 Oryza sativa (japonica cultivar-group) BAD82647 BAD81779 putative laccase/putative laccase LAC5-4 /putative laccase LAC5-4
I 5_3|—NP_915445 Oryza sativa (japonica cultivar-group) BAB86452 putative laccase/putative laccase LAC5-6
2 CAJ30498 Zea mays putative laccase
45 1 5_6|—_AAC49536 Nicotiana tabacum diphenol oxidase
AAX95423 Oryza sativa (japonica cultivar-group) ABA95532 laccase (EC 1.10.3.2) precursor - common tobacco/laccase precursor
Smo_SKU5_21_1 Smo_SKU5_11_1
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