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ZP_00516115 Crocosphaera watsonii WH 8501 EAM50790 Caffeoyl-CoA O-methyltransferase/Caffeoyl-CoA O-methyltransferase
YP_322170 Anabaena variabilis ATCC 29413 ABA21275 O-methyltransferase, family 3/O-methyltransferase, family 3

ZP_00111674 Nostoc punctiforme PCC 73102 COG4122: Predicted O-methyltransferase
ZP_00108749 Nostoc punctiforme PCC 73102 COG4122: Predicted O-methyltransferase42

YP_446515 Salinibacter ruber DSM 13855 ABC43805 O-methyltransferase family protein/O-methyltransferase family protein
YP_435479 Hahella chejuensis KCTC 2396 ABC31054 predicted O-methyltransferase/predicted O-methyltransferase48
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YP_322939 Anabaena variabilis ATCC 29413 ABA22044 O-methyltransferase, family 3/O-methyltransferase, family 3
NP_489219 Nostoc sp. PCC 7120 BAB76878 O-methyltransferase/O-methyltransferase91
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XP_421605 Gallus gallus PREDICTED: similar to catechol-O-methyltransferase domain containing 1
NP_653190 Homo sapiens 2AVD 2AVD BAB85077 AAH47774 AAQ88840 AAH23663 CAH73105 catechol-O-methyltransferase domain containing 1/A Chain A, Crystal Structure Of Human Catechol-O-Methyltransferase Domain Containing 1/B Chain B, Crystal Structure Of Huma

BAE88092 Macaca fascicularis unnamed protein product100
39

CAG04823 Tetraodon nigroviridis unnamed protein product
XP_696495 Danio rerio PREDICTED: similar to catechol-O-methyltransferase domain containing 150

CAF98624 Tetraodon nigroviridis unnamed protein product34
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YP_343295 Nitrosococcus oceani ATCC 19707 ABA57765 O-methyltransferase, family 3/O-methyltransferase, family 3
NP_899776 Chromobacterium violaceum ATCC 12472 AAQ57785 probable O-methyltransferase/probable O-methyltransferase

ZP_01127753 Nitrococcus mobilis Nb-231 EAR21408 O-methyltransferase, family 3/O-methyltransferase, family 360
3671_Cre22

AAC44130 Myxococcus xanthus putative O-methyltransferase
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ZP_00521892 Solibacter usitatus Ellin6076 EAM58943 Caffeoyl-CoA O-methyltransferase/Caffeoyl-CoA O-methyltransferase

39

XP_480148 Oryza sativa (japonica cultivar-group) BAC99420 BAC99773 putative O-methyltransferase/putative O-methyltransferase /putative O-methyltransferase
AT3G62000 = NP_191759 CAB71907 AAL49948 AAM16164 O-methyltransferase/S-adenosylmethionine-dependent methyltransferase /putative protein /AT3g62000/F21F14_170 /AT3g62000/F21F14_17098

XP_483167 Oryza sativa (japonica cultivar-group) XP_507591 XP_507281 BAA81774 BAC78560 AAT68023 putative caffeoyl-CoA O-methyltransferase 1/PREDICTED P0026F07.24 gene product /PREDICTED P0026F07.24 gene product /putative caffeoyl-CoA O-methyltransfer
BAD06321 Triticum aestivum putative caffeoyl CoA O-methyltransferase

XP_507282 Oryza sativa (japonica cultivar-group) XP_483169 XP_483170 BAD08718 BAD08719 PREDICTED P0026F07.26-2 gene product/putative caffeoyl-CoA O-methyltransferase 1 /putative caffeoyl-CoA O-methyltransferase 1 /putative caffeoyl-CoA O-methyltransf
AAT68024 Oryza sativa (japonica cultivar-group) caffeoyl-CoA O-methyltransferase46
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BAD33398 Oryza sativa (japonica cultivar-group) BAD46345 putative Caffeoyl-CoA O-methyltransferase/putative Caffeoyl-CoA O-methyltransferase
CAJ26379 Brachypodium sylvaticum putative caffeoyl-CoA O-methyltransferase

CAJ19350 Triticum aestivum putative caffeoyl-CoA O-methyltransferase84
64

AT4G26220 = NP_567739 Q9C5D7 T06006 CAB38951 CAB79477 AAK26027 AAL07162 AAM64800 O-methyltransferase/S-adenosylmethionine-dependent methyltransferase /CAMT3_ARATH Putative caffeoyl-CoA O-methyltransferase At4g26220 (Trans-caffeoyl-CoA 3-O-methyltran
AAN61072 Mesembryanthemum crystallinum O-methyltransferase

Q43161 Stellaria longipes AAB61680 CAMT_STELP Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/S-adenosyl-L-methionine:trans-caffeoyl-CoA 3-O-methyltransferase56
CAJ43712 Plantago major caffeoyl-CoA O-methyltransferase

AT1G67980 = NP_564916 G96702 Q9C9W3 AAG52015 CCoAMT; caffeoyl-CoA O-methyltransferase/G96702 hypothetical protein T23K23.17 /CAMT1_ARATH Putative caffeoyl-CoA O-methyltransferase At1g67980 (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT
AAA62426 Arabidopsis thaliana S-adenosyl-L-methionine:trans-caffeoyl-Coenzyme A 3-O-methyltransferase98

AT1G67990 = NP_564917 Q9C9W4 AAG52012 AAM65814 O-methyltransferase/S-adenosylmethionine-dependent methyltransferase /CAMT2_ARATH Putative caffeoyl-CoA O-methyltransferase At1g67990 (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/putati68

AT1G24735 = NP_173872 AAG03123 O-methyltransferase/S-adenosylmethionine-dependent methyltransferase /F5A9.20
83

P93711 Populus kitakamiensis BAA19102 CAMT_POPKI Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/caffeoyl-CoA 3-O-methyltransferase
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Q9XGD6 Zea mays CAB45149 AAQ89899 AAQ89900 AAQ89901 AAQ89902 AAQ89903 AAQ89904 AAQ89905 AAQ89906 AAQ89907 AAQ89908 AAQ89909 AAQ89910 AAQ89911 AAQ89912 AAQ89913 AAQ89914 AAQ89915 AAQ89916 AAQ89917 AAQ89918 AAQ89919 AAQ89920 AAQ89921 AAQ89922 AAQ89923 A
AAP37884 Zea mays AAP37885 AAP37886 caffeoyl CoA 3-O-methyltransferase/caffeoyl CoA 3-O-methyltransferase /caffeoyl CoA 3-O-methyltransferase

AAP33129 Zea mays AAP37876 AAP37877 AAP37878 AAP37879 AAP37880 AAP37881 AAP37882 AAP37883 AAP37887 AAP37888 AAP37889 AAP37890 AAP37891 AAP37892 AAP37893 AAP37895 AAP37897 AAP37898 AAP37899 AAP37900 AAP37901 AAP37902 AAP37903 AAP37905 caffeoyl CoA 3-O53
Q9XGD5 Zea mays CAB45150 AAP33130 AAP37894 AAP37896 AAP37904 CAMT2_MAIZE Caffeoyl-CoA O-methyltransferase 2 (Trans-caffeoyl-CoA 3-O-methyltransferase 2) (CCoAMT-2) (CCoAOMT-2)/Caffeoyl CoA O-methyltransferase /caffeoyl CoA 3-O-methyltransferase /caffe100
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BAA78733 Oryza sativa (japonica cultivar-group) AAT68022 BAD67858 putative caffeoyl-CoA O-methyltransferase/caffeoyl-CoA O-methyltransferase /putative caffeoyl-CoA O-methyltransferase
BAC78632 Avena sativa caffeoyl-CoA 3-O-methyltransferase38

Smo_CCoAOMT_7_2 Smo_CCoAOMT_8_1 Smo_CCoAOMT_1_1
Smo_CCoAOMT_3_1100

Ppa_CCoAOMT_1_143

Q9ZTT5 Pinus taeda AAD02050 CAMT_PINTA Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/caffeoyl-CoA O-methyltransferase; CCoAOMT
AAM28280 Ananas comosus caffeoyl CoA O-methyltransferase53

O65162 Mesembryanthemum crystallinum AAC08395 CAMT_MESCR Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/caffeoyl-CoA O-methyltransferase
O81185 Eucalyptus globulus O04854 Eucalyptus gunnii CAA72911 AAC26191 Eucalyptus globulus AAD50441 CAMT1_EUCGL Caffeoyl-CoA O-methyltransferase 1 (Trans-caffeoyl-CoA 3-O-methyltransferase 1) (CCoAMT-1) (CCoAOMT-1)/CAMT_EUCGU Caffeoyl-CoA O-methylt

AAS91565 Broussonetia papyrifera AAT37172 caffeoyl-CoA O-methyltransferase/caffeoyl-CoA-O-methyltransferase
AAT75320 Boehmeria nivea AAV65754 AAV80199 caffeoyl-CoA 3-O-methyltransferase/caffeoyl-CoA O-methyltransferase /caffeoyl-CoA 3-O-methyltransferase

AAV80200 Boehmeria nivea AAV80202 caffeoyl-CoA 3-O-methyltransferase/caffeoyl-CoA 3-O-methyltransferase70
Q41720 Zinnia elegans AAA59389 CAMT_ZINEL Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/S-adenosyl-L-methionine:trans-caffeoyl-CoA 3-O-methyltransferase

Smo_CCoAOMT_2_2  → Smo CCoAOMT720324317 19
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Q43237 Vitis vinifera CAA90969 CAMT_VITVI Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCOAMT) (CCOAOMT)/caffeoyl-CoA O-methyltransferase
1SUI Medicago sativa Q40313 1SUS 1SUS 1SUS 1SUI 1SUI 1SUI 1SUS AAC28973 A Chain A, Alfalfa Caffeoyl Coenzyme A 3-O-Methyltransferase/CAMT_MEDSA Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT) /D Chain D,

Q8H9B6 Solanum tuberosum BAC23054 CAMT_SOLTU Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/caffeoyl-CoA O-methyltransferase
O24144 Nicotiana tabacum O24151 AAC49913 AAC49916 CAMT1_TOBAC Caffeoyl-CoA O-methyltransferase 1 (Trans-caffeoyl-CoA 3-O-methyltransferase 1) (CCoAMT-1) (CCoAOMT-1)/CAMT4_TOBAC Caffeoyl-CoA O-methyltransferase 4 (Trans-caffeoyl-CoA 3-O-methyltransfera

O24150 Nicotiana tabacum AAC49915 CAMT3_TOBAC Caffeoyl-CoA O-methyltransferase 3 (Trans-caffeoyl-CoA 3-O-methyltransferase 3) (CCoAMT-3) (CCoAOMT-3)/caffeoyl-CoA O-methyltransferase 363
O24149 Nicotiana tabacum AAC49914 CAMT2_TOBAC Caffeoyl-CoA O-methyltransferase 2 (Trans-caffeoyl-CoA 3-O-methyltransferase 2) (CCoAMT-2) (CCoAOMT-2)/caffeoyl-CoA O-methyltransferase 218
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Q43095 Populus tremuloides O65862 Populus trichocarpa AAA80651 Populus tremuloides CAA12198 Populus trichocarpa CAA11496 CAA10217 CAMT_POPTM Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/CAMT1_POP
AAF44689 Populus tomentosa caffeoyl-CoA O-methyltransferase69

BAE48788 Codonopsis lanceolata caffeoyl-CoA-O-methyltransferase
A40975 Petroselinum crispum P28034 AAA33851 CAA83943 CAA90894 A40975 caffeoyl-CoA O-methyltransferase (EC 2.1.1.104) - parsley/CAMT_PETCR Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCOAMT) (CCOAOMT) /caffeoyl-CoA 3-O-

AAT40111 Ammi majus caffeoyl-CoA O-methyltransferase78
AAU95084 Apium graveolens var. dulce caffeoyl-CoA 3-0-methyltransferase36
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CAA04769 Fragaria vesca caffeoyl-CoA 3-O-methyltransferase
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Q42945 Nicotiana tabacum CAA91228 CAMT6_TOBAC Caffeoyl-CoA O-methyltransferase 6 (Trans-caffeoyl-CoA 3-O-methyltransferase 6) (CCoAMT-6) (CCoAOMT-6)/caffeoyl-CoA O-methyltransferase
AAY89237 Linum usitatissimum caffeoyl-CoA 3-O-methyltransferase

AAR91504 Corchorus capsularis caffeoyl-CoA-O-methyltransferase32
O65922 Populus trichocarpa CAA12199 CAA12200 CAA11495 CAMT2_POPTR Caffeoyl-CoA O-methyltransferase 2 (Trans-caffeoyl-CoA 3-O-methyltransferase 2) (CCoAMT-2) (CCoAOMT-2)/caffeoyl-CoA 3-O-methyltransferase /caffeoyl-CoA 3-O-methyltransferase /caffeoyl C2

T04084 Nicotiana tabacum O04899 CAB05369 AAB80931 T04084 caffeoyl-CoA O-methyltransferase (EC 2.1.1.104) 5 - common tobacco/CAMT5_TOBAC Caffeoyl-CoA O-methyltransferase 5 (Trans-caffeoyl-CoA 3-O-methyltransferase 5) (CCoAMT-5) (CCoAOMT-5) /caffeoyl-Co
Q9SLP8 Citrus natsudaidai BAA88234 CAMT_CITNA Caffeoyl-CoA O-methyltransferase (Trans-caffeoyl-CoA 3-O-methyltransferase) (CCoAMT) (CCoAOMT)/caffeoyl-CoA 3-O-methyltransferase88

Q9SWB8 Eucalyptus globulus AAD50443 CAMT2_EUCGL Caffeoyl-CoA O-methyltransferase 2 (Trans-caffeoyl-CoA 3-O-methyltransferase 2) (CCoAMT-2) (CCoAOMT-2)/caffeoyl-CoA O-methyltransferase
AAD50442 Eucalyptus globulus caffeoyl-CoA O-methyltransferase94
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AAW55668 Betula platyphylla caffeoyl CoA 3-O-methyltransferase
AAV68503 Brassica napus AAV80201 putative caffeoyl-CoA 3-O-methyltransferase/caffeoyl-CoA 3-O-methyltransferase

AAV80203 Brassica napus caffeoyl-CoA 3-O-methyltransferase
AT4G34050 = NP_195131 NP_849491 O49499 T05431 CAA17567 CAB80122 AAL09793 AAL32708 AAM10019 AAM66108 AAN28918 O-methyltransferase/S-adenosylmethionine-dependent methyltransferase /O-methyltransferase /CAMT4_ARATH Putative caffeoyl-CoA O-methyltransfe50
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CAJ43710.1¦ caffeoyl-CoA O-methyltransferase [Plantago major]
AAN78178.1¦ caffeoyl CoA 3-O-methyltransferase [Populus balsamifera subsp. trichocarpa x Populus deltoides]
AAQ89932.1¦ caffeoyl-CoA 3-O-methyltransferase 1 [Zea mays]
AAQ89929.1¦ caffeoyl-CoA 3-O-methyltransferase 1 [Zea mays]
AAK16714.1¦ caffeoyl-CoA 3-O-methyltransferase [Populus alba x Populus glandulosa]
ABA18712.1¦ caffeoyl CoA 3-O-methyltransferase [Cucumis sativus]
CAJ75621.1¦ putative caffeoyl-CoA O-methyltransferase [Brachypodium sylvaticum]
AAN01232.1¦ caffeoyl-CoA 3-O-methyltransferase [Coffea canephora]
AAV33886.1¦ caffeoyl-CoA O-methyltransferase [Pinus taeda] >gi¦54398998¦gb¦AAV33885.1¦ 
AAW77924.1¦ caffeoyl-CoA-O-methyltransferase 1 [Pinus taeda] >gi¦58428918¦gb¦AAW77923.1¦
AAV80204.1¦ caffeoyl-CoA 3-O-methyltransferase [Brassica napus]

were removed from this tree. 

A gene family defined
based on sequence similarity. 


