C3H1(At2g40890): partial tree

File name: C3H1.pt1. svg

203 aa residues 93 OTU included.

Results of 1Partial tree including NP_920337Oryza sativa, AAX95742 Oryza sativa.
Assemble Job Id: s9x8bl SelectN assemble job id: sk2eqc(110)

Tree job id: rnS7RR

100 [AT2G40890 = NP_850337 022203 AAB86449 CYP98A3; p-coumarate 3-hydroxylase/C98A3_ARATH Cytochrome P450 98A3/putative cytochrome P450
AAL06992 Arabidopsis thaliana At2g40890/T20B5.9
———ABB83677 Coffea canephora putative p-coumaroyl 3'-hydroxylase CYP98A-C2
AAT06912 Ammi majus cytochrome P450
100 AAL99200 Ocimum basilicum p-coumaroyl shikimate 3'-hydroxylase isoform 1
AAL99201 Ocimum basilicum p-coumaroyl shikimate 3'-hydroxylase isoform 2

BP values out of 100 ABC59086 Medicago truncatula cytochrome P450 monooxygenase CYP98A
Date: Tue Dec 26 14:05:50 JST 2006 ) CAD20576 Solenostemon scqtellar/mdes putatlvg cytochrome P450
67 AAS57921 Camptotheca acuminata hydroxylase-like cytochrome P450 CASS
55 _|:ABBBSG76 Coffea canephora putative p-coumaroyl 3'-hydroxylase CYP98A-C1
AAL47545 Sesamum indicum p-coumarate 3-hydroxylase
59 AAL47685 Pinus taeda p-coumarate 3-hydroxylase
NP_920337 Oryza sativa (japonica cultivar-group) AAP52624 AAX95742 putative cytochrome P450 protein/cytochrome P450 protein, putative /hypothetical protein
96 CAE47491 Triticum aestivum cytochrome P450
100 CAG27367 Triticum aestivum cytochrome P450-like protein
66 80 CAG27364 Triticum aestivum CAG27366 cytochrome P450-like protein/cytochrome P450-like protein
100 97 (CAEA47489 Triticum aestivum cytochrome P450
100 CAE47490 Triticum aestivum cytochrome P450
AAU44038 Oryza sativa (japonica cultivar-group) putative cytochrome P450
100 048956 Sorghum bicolor AAC39316 C98A1_SORBI Cytochrome P450 98A1/cytochrome P450 CYP98A1
78 Ppa_C3H1_5_1
I Smo_C3H1_86_2 Smo_C3H1_95_2
10 100 ~AAM66087 Arabidopsis thaliana putative cytochrome P450
— 100 | AT1G74540 = NP_177594 AAG52369 CYP98AS8; heme binding/iron ion binding /monooxygenase/oxygen binding /putative cytochrome P450; 69682-71175
L AT1G74550 = NP_177595 AAG52373 AAM67314 CYP98A9; heme binding/iron ion binding /monooxygenase/oxygen binding /putative cytochrome P450; 72406-73869 /putative cytochrome P450
5:1—AT2G45570 = NP_182081 064637 AAC06158 AAL32678 AAM47979 CYP76C2; heme binding/iron ion binding /monooxygenase/oxygen binding /C76C2_ARATH Cytochrome P450 76C2/putative cytochrome P450 /putative cytochrome P450 /putative cytochrome P450
100 AT2G45560 = NP_850439 064636 AAL84945 AAM70583 CYP76C1; heme binding/iron ion binding /monooxygenase /C76C1_ARATH Cytochrome P450 76C1/At2g45560/F17K2.9 /At2g45560/F17K2.9
L AT2G45550 = NP_182079 064635 AAC06156 CYP76C4; heme binding/iron ion binding /monooxygenase/oxygen binding /C76C4_ARATH Cytochrome P450 76C4/putative cytochrome P450
59 ABB43030 Pericallis cruenta flavonoid 3'5'-hydroxylase
94 ABB43031 Osteospermum hybrid cultivar flavonoid 3'5'-hydroxylase
5 AAG49299 Callistephus chinensis flavonoid 3',5'-hydroxylase
4.F AAG49298 Callistephus chinensis putative flavonoid 3'-hydroxylase
94 ABA64468 Gerbera hybrid cultivar flavonoid 3'-hydroxylase
ABB29899 Osteospermum hybrid cultivar flavonoid 3'-hydroxylase
4 83—BAD00187 Ipomoea nil BAD00190 flavonoid 3'-hydroxylase/flavonoid 3'-hydroxylase
AARO00229 Ipomoea purpurea BAD00188 BAD00191 flavonoid 3'-hydroxylase/flavonoid 3'-hydroxylase /flavonoid 3'-hydroxylase
BADO00189 Ipomoea tricolor BAD00192 flavonoid 3'-hydroxylase/flavonoid 3'-hydroxylase
AAS46257 Ipomoea quamoclit flavonoid 3'-hydroxylase
18 BAB87839 Torenia hybrida BAD91808 Gentiana triflora flavonoid 3'-hydroxalase/flavonoid 3'-hydroxylase
Q9SBQ9 Petunia x hybrida AAD56282 F3PH_PETHY Flavonoid 3'-monooxygenase (Flavonoid 3'-hydroxylase) (Cytochrome P450 75B2)/flavonoid 3'-hydroxylase
99-CAI54278 Vitis vinifera flavonoid-3'-hydroxylase
100 BAE47005 Vitis vinifera BAE47006 flavonoid 3'-hydroxylase/flavonoid 3'-hydroxylase
BAE47004 Vitis vinifera flavonoid 3'-hydroxylase
ABB53383 Antirrhinum majus flavonoid-3'-hydroxylase
99 BAB87838 Torenia hybrida flavonoid 3'-hydroxylase
100 ——AT5G07990 = NP_196416 Q9SD85 CAB62611 AAF60189 AAF73253 AAG16745 AAG16746 TT7 (TRANSPARENT TESTA 7); flavonoid 3'-monooxygenase/oxygen binding /F3PH_ARATH Flavonoid 3'-monooxygenase (Flavonoid 3'-hydroxylase) (AtF3'H) (Cytochrome P450 75B1) (TRANSPA
6 L——AAG49301 Matthiola incana flavonoid 3'-hydroxylase
98 AAG49315 Pelargonium x hortorum flavonoid 3'-hydroxylase
98 BAE71221 Trifolium pratense putative flavonoid 3'-hydroxylase
30 BAB83261 Glycine max AAO47846 AAO47847 BAD97828 flavonoid 3'-hydroxylase/flavonoid 3'-hydroxylase /flavonoid 3'-hydroxylase /flavonoid 3'- hydroxylase
| 98 NP_920599 Oryza sativa (japonica cultivar-group) AAM74394 putative cytochrome 450/Putative cytochrome 450
— 1 NP_920627 Oryza sativa (japonica cultivar-group) AAM00948 AAN04937 AAP52914 putative flavonoid 3'-hydroxylase/Putative flavonoid 3'-hydroxylase /Putative chalcone flavonoid 3' - hydroxylase /Cytochrome P450
AAZ79451 Phalaenopsis hybrid cultivar flavonoid 3'5'-hydroxylase
100 Smo_C3H1_127_1
2 81 89 Smo_C3H1_7_1
— Smo_C3H1_190_1
Smo_C3H1_159_1
Ppa_C3H1_67_1
4 26 | AT4G22710 = NP_194002 CAA16556 CAB79226 BAD43506 BAD43738 CYP706A2; heme binding/iron ion binding /monooxygenase/oxygen binding /cytochrome P450 - like protein /cytochrome P450-like protein /cytochrome P450-like protein /cytochrome P450-like protein
5 L Smo_C3H1_195_1
o5 12 BAD15331 Panax ginseng cytochrome P450
34 100 I—Ppa703H172971
— @CPpa_CSH1_2_1
91 Ppa_C3H1_46_1
7 100 ——Smo_C3H1_166_1
— 67 L———Smo_C3H1_146_1
100 XP_479935 Oryza sativa (japonica cultivar-group) BAD09645 BAD33366 putative cytochrome P450 protein/putative cytochrome P450 protein /putative cytochrome P450 protein
100 |_|:AAL73540 Sorghum bicolor putative cytochrome P450 family
BAA92894 Petunia x hybrida cytochrome P450
AAL66767 Zea mays cytochrome P450 monooxygenase CYP92A1
XP_465852 Oryza sativa (japonica cultivar-group) BAD23209 BAD22905 putative cytochrome P450 monooxygenase/putative cytochrome P450 monooxygenase /putative cytochrome P450 monooxygenase
100 XP_482757 Oryza sativa (japonica cultivar-group) BAD10411 putative elicitor-inducible cytochrome P450/putative elicitor-inducible cytochrome P450
83 52 BAD36163 Oryza sativa (japonica cultivar-group) BAD38068 putative elicitor-inducible cytochrome P450/putative elicitor-inducible cytochrome P450
59 76 _|L|7—BAD36161 Oryza sativa (japonica cultivar-group) BAD38066 putative elicitor-inducible cytochrome P450/putative elicitor-inducible cytochrome P450
BAD36162 Oryza sativa (japonica cultivar-group) BAD38067 putative elicitor-inducible cytochrome P450/putative elicitor-inducible cytochrome P450
b4 100 CAAB5580 Nicotiana tabacum cytochrome P450
79 95 CAAB64635 Nicotiana tabacum cytochrome P450
|44 — AAKG2346 Nicotiana tabacum elicitor-inducible cytochrome P450
80 ABA01477 Gossypium hirsutum cytochrome P450 DDWF1
100 AAG44132 Pisum sativum cytochrome P450
_|:ABCSQOB1 Medicago truncatula cytochrome P450 monooxygenase CYP75A
5 BAD38500 Oryza sativa (japonica cultivar-group) putative elicitor-inducible cytochrome P450
")—BAD36157 Oryza sativa (japonica cultivar-group) putative cytochrome P450 monooxygenase CYP92A1
Ppa_C3H1_57_1
Smo_C3H1_76_1
NP_909846 Oryza sativa (japonica cultivar-group) AAO38022 putative cytochrome P450/putative cytochrome P450
CAA70575 Nepeta racemosa cytochrome P450
79 89 BAB40323 Asparagus officinalis BAB40324 cytochrome P450/cytochrome P450
99 I AT3G26300 = NP_189261 Q9LIP6 BAB02190 CYP71B34; heme binding/iron ion binding /monooxygenase/oxygen binding /C71BV_ARATH Cytochrome P450 71B34/cytochrome P450
48 | 100 r—BAA28537 Arabidopsis thaliana cytochrome P450 monooxygenase

0.100

-AT1G13080 = NP_172767 065788 AAD31061 AAO41864 CYP71B2 (CYTOCHROME P450 71B2); heme binding/iron ion binding /monooxygenase/oxygen binding /C71B2_ARATH Cytochrome P450 71B2/Identical to gb|D78605 cytochrome P450 monooxygenase from Arabidopsis thalia

T52256 Persea americana AAA32913 T52256 cytochrome P-450LXXIA1/cytochrome P-450LXXIA1 (cyp71A1)



