
AT4G08810 = NP_192621 CAB78006 CAB82117 AAL08248 AAO11571 SUB1/putative protein /putative protein /AT4g08810/T32A17_120 /At4g08810/T32A17_120
NP_918001 Oryza sativa (japonica cultivar-group) BAC07112 BAC10156 unknown protein/unknown protein /unknown protein

Smo_SUB1_2_2
Smo_SUB1_1_1 Smo_SUB1_4_2

Ppa_SUB1_1_1
AT2G04280 = NP_565310 AAD27910 AAL07056 AAU05539 unknown protein/expressed protein /unknown protein /At2g04280
AT4G12700 = NP_193006 CAB40987 CAB78312 AAQ56809 unknown protein/putative protein /putative protein /At4g12700

NP_915867 Oryza sativa (japonica cultivar-group) BAD68169 P0034E02.33/unknown protein
NP_921799 Oryza sativa (japonica cultivar-group) AAP54086 unknown protein/expressed protein

AT3G56750 = NP_191234 CAC00738 AAL24300 AAM19848 AAN15370 unknown protein/putative protein /putative protein /AT3g56750/T8M16_80 /putative protein
AT2G41150 = NP_181648 AAD11997 AAT69223 unknown protein/hypothetical protein /hypothetical protein At2g41150
XP_479295 Oryza sativa (japonica cultivar-group) BAC79971 BAD31270 unknown protein/unknown protein /unknown protein

Smo_SUB1_3_1
Smo_SUB1_5_1

Ppa_SUB1_2_1
NP_477197 Drosophila melanogaster AAC37264 AAF51170 AAR82736 Chromodomain-helicase-DNA-binding protein CG3733-PA/chromodomain-helicase-DNA-binding protein/CG3733-PA /SD21488p

10.000

SUB1 (AT4G08810): global
File name:SUB1.mltree3.svg
146 aa residues 16 OTU included.
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