
SHB1 (AT4G25350): global tree
File name: SHB1.njtree3.svg
198 aa residues 67 OTU included.
Results of 1 partial trees included.
Assemble Job Id: IGcufM
Tree job id: rT9Xos
BP values out of 100
Analyzed by tomoakin@kenroku.kanazawa-u.ac.jp
Date: Thu Apr 19 15:43:51 JST 2007

XP_637991 Dictyostelium discoideum AX4 EAL64513 Dictyostelium discoideum hypothetical protein DDB0218755/hypothetical protein DDB0218755
XP_635615 Dictyostelium discoideum AX4 EAL62184 Dictyostelium discoideum hypothetical protein DDB0219571/hypothetical protein DDB0219571

XP_645540 Dictyostelium discoideum AX4 EAL71696 Dictyostelium discoideum hypothetical protein DDB0220588/hypothetical protein DDB022058855
30

NP_995731 Drosophila melanogaster AAS64724 CG10481-PB, isoform B/CG10481-PB, isoform B
NP_570077 Drosophila melanogaster AAF45897 CG2901-PA/CG2901-PA98

EAL31885 Drosophila pseudoobscura GA20422-PA
NP_728131 Drosophila melanogaster NP_573265 AAK93215 AAF48793 AAN09455 CG7536-PB, isoform B/CG7536-PA, isoform A /LD30826p /CG7536-PA, isoform A /CG7536-PB, isoform B100

XP_311179 Anopheles gambiae str. PEST EAA06862 ENSANGP00000019048/ENSANGP0000001904880

XP_624183 Apis mellifera PREDICTED: similar to ENSANGP00000019048
89

XP_315560 Anopheles gambiae str. PEST EAA11952 ENSANGP00000017656/ENSANGP00000017656
NP_648000 Drosophila melanogaster AAF50730 AAK93042 EAL30197 Drosophila pseudoobscura CG10483-PA/CG10483-PA /GH26628p /GA10343-PA93

XP_395278 Apis mellifera PREDICTED: similar to ENSANGP00000017656, partial92
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CAE71417 Caenorhabditis briggsae Hypothetical protein CBG18327
NP_499359 Caenorhabditis elegans CAA21031 Y39A1A.22/Hypothetical protein Y39A1A.22100

XP_687785 Danio rerio PREDICTED: similar to Xpr1-prov protein
XP_683435 Danio rerio PREDICTED: similar to polytropic murine leukamia virus receptor SYG1 isoform 1100

CAF96668 Tetraodon nigroviridis unnamed protein product
XP_690836 Danio rerio PREDICTED: similar to Xpr1-prov protein

CAG08003 Tetraodon nigroviridis unnamed protein product40
AAH77785 Xenopus laevis Xpr1-prov protein
NP_001016753 Xenopus tropicalis CAJ83793 xenotropic and polytropic retrovirus receptor/xenotropic and polytropic retrovirus receptor97
XP_422258 Gallus gallus PREDICTED: similar to xenotropic and polytropic retrovirus receptor

XP_858874 Canis familiaris XP_858915 XP_858954 XP_547421 PREDICTED: similar to xenotropic and polytropic retrovirus receptor isoform 4/PREDICTED: similar to xenotropic and polytropic retrovirus receptor isoform 5 /PREDICTED: similar to xenotropic and
NP_035403 Mus musculus AAD17206 BAE24789 xenotropic and polytropic retrovirus receptor 1/polytropic murine leukamia virus receptor SYG1 /unnamed protein product58

XP_524986 Pan troglodytes NP_004727 Homo sapiens AAD10196 AAD17211 CAB61383 CAH74090 CAH74113 CAH70458 PREDICTED: hypothetical protein XP_524986/xenotropic and polytropic retrovirus receptor /xenotropic and polytropic murine leukemia virus receptor
AAD08928 Homo sapiens xenotropic and polytropic murine retrovirus receptor67
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BAE63706 Aspergillus oryzae unnamed protein product
XP_753707 Aspergillus fumigatus Af293 EAL91669 signal transduction protein Syg1/signal transduction protein (Syg1), putative100

XP_386315 Gibberella zeae PH-1 EAA73701 hypothetical protein FG06139.1/hypothetical protein FG06139.1
XP_323541 Neurospora crassa XP_961161 Neurospora crassa N150 CAD37042 Neurospora crassa EAA31925 hypothetical protein/hypothetical protein /related to SYG1 protein /hypothetical protein88

98

XP_505420 Yarrowia lipolytica CLIB122 CAG78229 hypothetical protein/unnamed protein product
XP_713578 Candida albicans SC5314 EAK94473 hypothetical protein CaO19.768/hypothetical protein CaO19.768
XP_713614 Candida albicans SC5314 EAK94509 hypothetical protein CaO19.8389/hypothetical protein CaO19.8389100
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XP_760293 Ustilago maydis 521 EAK85235 hypothetical protein UM04146.1/hypothetical protein UM04146.1

93

AT3G23430 = NP_188985 Q8S403 BAB02287 AAM09652 PHO1 (PHOSPHATE 1)/PHO1_ARATH Putative phosphate transporter 1/receptor protein-like /PHO1 protein
XP_468327 Oryza sativa (japonica cultivar-group) BAD19144 BAD19259 putative phosphate transporter/putative phosphate transporter /putative phosphate transporter90
XP_549873 Oryza sativa (japonica cultivar-group) BAD44936 BAD44869 putative PHO1-like protein/putative PHO1-like protein /putative PHO1-like protein
BAD46522 Oryza sativa (japonica cultivar-group) putative xenotropic and polytropic murine retrovirus receptor92
AT1G68740 = NP_564940 AAD49969 AAG52042 AAL09813 AAR99483 unknown protein/Contains similarity to gb|AF114753 polytropic murine leukamia virus receptor SYG1 from Mus musculus. EST gb|N96331 comes from this gene. /putative receptor protein; 80914-847100
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AT3G29060 = NP_189549 BAB02948 unknown protein/unnamed protein product
AT1G69480 = NP_177107 AAG60105 AAR99492 unknown protein/hypothetical protein /PHO1-like protein

ABD32751 Medicago truncatula SPX, N-terminal; EXS, C-terminal62
AT1G14040 = NP_172857 AAF79407 AAR99485 unknown protein/F16A14.26 /PHO1-like protein

AT2G03240 = NP_178423 unknown protein80
AT2G03250 = NP_178424 AAR99488 unknown protein/PHO1-like protein
AT2G03260 = NP_178425 AAM15032 AAR99484 unknown protein/unknown protein /PHO1-like protein52

100

AT1G35350 = NP_174768 AAG51461 AAR99490 unknown protein/unknown protein /PHO1-like protein
AT1G26730 = NP_173995 AAF87029 AAR99489 unknown protein/T24P13.11 /PHO1-like protein97

AT4G25350 = NP_194265 CAB45511 CAB81346 AAR99486 unknown protein/putative protein /putative protein /PHO1-like protein100
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