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I AT3G54720 = NP_567007 Q9M1S8 CAB77592 AAL03993 AMP1 (ALTERED MERISTEM PROGRAM 1); dipeptidase/GCP2_ARATH Probable glutamate carboxypeptidase ll/Peptidase-like protein /glutamate carboxypeptidase

100

L XP_469932 Oryza sativa (japonica cultivar-group) AAO24914 putative glutamate carboxypeptidase/putative glutamate carboxypeptidase
NP_916031 Oryza sativa (japonica cultivar-group) peptidase-like protein
100 NP_916030 Oryza sativa (japonica cultivar-group) BAD86951 peptidase-like protein/putative glutamate carboxypeptidase

[6)]
S

BAD87907 Oryza sativa (japonica cultivar-group) putative glutamate carboxypeptidase
AT5G19740 = NP_197475 AAP37682 dipeptidase/At5g19740
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XP_758364 Ustilago maydis 521 EAK83339 hypothetical protein UM02217.1/hypothetical protein UM02217.1
XP_381101 Gibberella zeae PH-1 EAA67702 hypothetical protein FG00925.1/hypothetical protein FG00925.1

100 90 EAQ92623 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_00858
ﬂEXP?%%N Neurospora crassa N150 XP_330544 Neurospora crassa EAA35731 hypothetical protein/hypothetical protein /hypothetical protein
BAES58082 Aspergillus oryzae unnamed protein product
54 XP_451735 Kluyveromyces lactis NRRL Y-1140 CAH02128 unnamed protein product/unnamed protein product
100 XP_460958 Debaryomyces hansenii CBS767 CAG89316 hypothetical protein DEHAOF14861g/unnamed protein product
XP_453792 Kluyveromyces lactis NRRL Y-1140 CAH00888 unnamed protein product/unnamed protein product
100 I XP_363444 Magnaporthe grisea 70-15 hypothetical protein MG01370.4
96 L——7MXP_388317 Gibberella zeae PH-1 EAA71940 hypothetical protein FG08141.1/hypothetical protein FG08141.1

90 XP_366110 Magnaporthe grisea 70-15 EAQ71703 hypothetical protein MG10330.4/hypothetical protein MGG_ch7g1110
— 1 XP_383290 Gibberella zeae PH-1 EAA72854 hypothetical protein FG03114.1/hypothetical protein FG03114.1
44 XP_382933 Gibberella zeae PH-1 EAA69481 hypothetical protein FG02757.1/hypothetical protein FG02757.1
100 1 XP_359689 Magnaporthe grisea 70-15 hypothetical protein MG05088.4
89 EAQ87698 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_04317
100 I XP_962547 Neurospora crassa N150 XP_326140 Neurospora crassa EAA33311 hypothetical protein/hypothetical protein /hypothetical protein
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100

96 BAES57771 Aspergillus oryzae unnamed protein product
100 XP_754554 Asperqgillus fumigatus Af293 EAL92516 folylpoly-gamma-glutamate carboxypeptidase/folylpoly-gamma-glutamate carboxypeptidase
XP_662529 Aspergillus nidulans FGSC A4 EAA61003 hypothetical protein AN4925.2/hypothetical protein AN4925.2

IAAI08996 Mus musculus N-acetylated alpha-linked acidic dipeptidase 2
100 10Q-BAE36408 Mus musculus unnamed protein product

NP_082555 Mus musculus Q9CZR2 AA089235 BAE21749 AAI08997 N-acetylated alpha-linked acidic dipeptidase 2/NALD2_MOUSE N-acetylated-alpha-linked acidic dipeptidase 1l (NAALADase Il) (Glutamate carboxypeptidase Ill) (GCPIII) (N-acetylaspartylglutamate pe
100 XP_235877 Rattus norvegicus PREDICTED: similar to NAAG-peptidase I
100AAH96317 Homo sapiens AAH96316 AAH96318 N-acetylated alpha-linked acidic dipeptidase 2/N-acetylated alpha-linked acidic dipeptidase 2 /N-acetylated alpha-linked acidic dipeptidase 2
74 90 NP_005458 Homo sapiens Q9Y3Q0 CAB39967 N-acetylated alpha-linked acidic dipeptidase 2/NALD2_HUMAN N-acetylated-alpha-linked acidic dipeptidase Il (NAALADase Il)/NAALADase Il protein
XP_542257 Canis familiaris PREDICTED: similar to N-acetylated-alpha-linked acidic dipeptidase Il (NAALADase Il)
XP_417204 Gallus gallus PREDICTED: similar to N-acetylated-alpha-linked acidic dipeptidase Il (NAALADase II)
100 AAH98989 Xenopus laevis Unknown (protein for MGC:114983)
59 NP_001025553 Xenopus tropicalis AAH90593 MGC69500 protein/MGC69500 protein
100r035409 Mus musculus AAB81971 FOLH1_MOUSE Glutamate carboxypeptidase Il (Membrane glutamate carboxypeptidase) (mMGCP) (N-acetylated-alpha-linked acidic dipeptidase I) (NAALADase 1) (Pteroylpoly-gamma-glutamate carboxypeptidase) (Folylpoly-gamma-glutamat
100 | I

NP_058050 Mus musculus BAB22457 folate hydrolase/unnamed protein product
NP_476533 Rattus norvegicus P70627 AAC53423 AAC40067 AAM47015 folate hydrolase/FOLH1_RAT Glutamate carboxypeptidase Il (Membrane glutamate carboxypeptidase) (mGCP) (N-acetylated-alpha-linked acidic dipeptidase |) (NAALADase |) (Pteroylpoly-gamma-glut
6 XP_582226 Bos taurus PREDICTED: similar to folate hydrolase 1 isoform 1

100

[ NP_999549 Sus scrofa 077564 AAC39269 folylpoly-gamma-glutamate carboxypeptidase/FOLH1_PIG Glutamate carboxypeptidase Il (Membrane glutamate carboxypeptidase) (mGCP) (N-acetylated-alpha-linked acidic dipeptidase 1) (NAALADase 1) (Pteroylpoly-gamma-glu
NP_004467 Homo sapiens NP_001014986 2C6P 1Z8L 1Z8L 1Z8L 2C6G Q04609 1Z8L 2C6C AAAB60209 AAC83972 AAD51121 AAH25672 AAM34479 AAI08720 folate hydrolase 1 isoform 1/folate hydrolase 1 isoform 2 /A Chain A, Membrane-Bound Glutamate Carboxypeptidase li (Gc
XP_533980 Canis familiaris PREDICTED: similar to folate hydrolase 1 isoform 1
NP_956571 Danio rerio AAH49312 hypothetical protein LOC393247/Similar to folate hydrolase (prostate-specific membrane antigen) 1
100 r—XP_781702 Strongylocentrotus purpuratus PREDICTED: similar to N-acetylated-alpha-linked acidic dipeptidase Il (NAALADase )

72

L——XP_781641 Strongylocentrotus purpuratus PREDICTED: similar to N-acetylated alpha-linked acidic dipeptidase 2

XP_784853 Strongylocentrotus purpuratus PREDICTED: similar to N-acetylated alpha-linked acidic dipeptidase 2
CAG08621 Tetraodon nigroviridis unnamed protein product

100 100 XP_508540 Pan troglodytes PREDICTED: N-acetylated alpha-linked acidic dipeptidase-like 1
100 |:NP7005459 Homo sapiens N-acetylated alpha-linked acidic dipeptidase-like 1
100 NP_001009546 Mus musculus Q7M758 CAD67582 N-acetylated-alpha-linked acidic dipeptidase like protein/NALDL_MOUSE N-acetylated-alpha-linked acidic dipeptidase-like protein (NAALADase L)/TPA: N-acetylated-alpha-linked acidic dipeptidase like protein
_:NP_1 13947 Rattus norvegicus 054697 AAB87644 N-acetylated alpha-linked acidic dipeptidase-like/NALDL_RAT N-acetylated-alpha-linked acidic dipeptidase-like protein (NAALADase L) (lleal dipeptidylpeptidase) (100 kDa ileum brush border membrane protein)
98 NP_508085 Caenorhabditis elegans NP_872248 NP_001024866 P91406 AAU05546 AAU05547 AAX88809 R57.1a/R57.1b /R57.1c /GCP2_CAEEL Glutamate carboxypeptidase Il homolog/Hypothetical protein R57.1a /Hypothetical protein R57.1b /Hypothetical protein R57.1c
100 I I:C)SWNZB Caenorhabditis briggsae CAE63676 GCP2_CAEBR Glutamate carboxypeptidase Il homolog/Hypothetical protein CBG08178

CAE57546 Caenorhabditis briggsae Hypothetical protein CBG00524
100 ——CAE70620 Caenorhabditis briggsae Hypothetical protein CBG17304

L————NP_509928 Caenorhabditis elegans CAB01688 C35C5.2/Hypothetical protein C35C5.2
ZP_01121018 Robiginitalea biformata HTCC2501 EAR15487 hypothetical protein RB2501_14204/hypothetical protein RB2501_14204
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Ppa_AMP1_9_3
@ NP_924313 Gloeobacter violaceus PCC 7421 BAC89308 folate hydrolase homolog/glr1367

4
100 ol ZP_00525304 Solibacter usitatus Ellin6076 EAM55624 Glutamate carboxypeptidase Il/Glutamate carboxypeptidase Il

0.100

¢|_—ZP_01060861 Flavobacterium sp. MED217 EAQ49560 folate hydrolase-like protein/folate hydrolase-like protein
ZP_01121902 Robiginitalea biformata HTCC2501 EAR15164 hypothetical protein RB2501_12577/hypothetical protein RB2501_12577



