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100 — L BAD30468 Oryza sativa (japonica cultivar-group) putative COP9 complex subunit, FUS5
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12185_Cre
XP_645677 Dictyostelium discoideum AX4 EAL71771 Dictyostelium discoideum ABC46699 hypothetical protein DDB0202834/hypothetical protein DDB0202834 /COP9 signalosome complex subunit 7

AAC33904 Mus musculus COP9 complex subunit 7b

SINP_766562 Mus musculus Q8BV13 BAC38192 BAE40581 COP9 (constitutive photomorphogenic) homolog, subunit 7b/CSN7B_MOUSE COP9 signalosome complex subunit 7b (Signalosome subunit 7b) (SGN7b) (JAB1-containing signalosome subunit 7b) /unnamed protein produc
3BBAE41591 Mus musculus unnamed protein product

BAD96599 Homo sapiens COP9 constitutive photomorphogenic homolog subunit 7B variant

XP_875421 Bos taurus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 7B
99 | 'XP_852665 Canis familiaris NP_073567 Homo sapiens Q9H9Q2 BAB14170 AAH91493 AAY24152 AAI12764 Bos taurus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 7B/COP9 constitutive photomorphogenic homolog subunit 7B /CSN7B_HUMAN

AAH12659 Mus musculus Cops7b protein
XP_343615 Rattus norvegicus PREDICTED: similar to Cops7b protein

43 100 [L_Xp_422740 Gallus gallus PREDICTED: similar to Cops7b protein
100 —AAHB81067 Xenopus laevis MGC81975 protein
AAI00202 Xenopus laevis AAI06399 Unknown (protein for MGC:114836)/Unknown (protein for MGC:131019)
XP_232351 Rattus norvegicus PREDICTED: similar to COP9 signalosome complex subunit 7a (Signalosome subunit 7a) (SGN7a) (JAB1-containing signalosome subunit 7a) (Dermal papilla derived protein 10)
45| BAB28682 Mus musculus unnamed protein product
100 [INP_036133 Mus musculus Q9CZ04 AAC33903 BAB31554 AAH03724 COP9 (constitutive photomorphogenic) homolog, subunit 7a/CSN7A_MOUSE COP9 signalosome complex subunit 7a (Signalosome subunit 7a) (SGN7a) (JAB1-containing signalosome subunit 7a) /COP9 complex
P_543849 Canis familiaris PREDICTED: similar to COP9 signalosome complex subunit 7a (Signalosome subunit 7a) (SGN7a) (JAB1-containing signalosome subunit 7a) (Dermal papilla derived protein 10)
54 100 XP_581310 Bos taurus XP_870223 PREDICTED: similar to COP9 signalosome complex subunit 7a (Signalosome subunit 7a) (SGN7a) (JAB1-containing signalosome subunit 7a) (Dermal papilla derived protein 10) isoform 1/PREDICTED: similar to COP9 signalosome co
25 | 56 XP_508964 Pan troglodytes NP_057403 Homo sapiens QOUBW8 Q5R762 Pongo pygmaeus BAA85390 Homo sapiens AAF04307 AAF19205 BAA91620 BAB14052 AAH11789 BAB87805 CAH91409Pongo pygmaeus CAH92398 AAH93015 Homo sapiens PREDICTED: similar to COP9 comp
| NP_001025946 Gallus gallus CAG32192 COP9 complex subunit 7a/hypothetical protein
99 XP_697387 Danio rerio XP_697089 AAH59697 PREDICTED: similar to Cops7a protein/PREDICTED: COP9 constitutive photomorphogenic homolog subunit 7A /Cops7a protein
XP_785591 Strongylocentrotus purpuratus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 7B
49 4 XP_395310 Apis mellifera PREDICTED: similar to ENSANGP00000011626
04 100 —NP_610379 Drosophila melanogaster Q9V4S8 AAF59097 AAS93704 COP9 complex homolog subunit 7 CG2038-PA/CSN7_DROME COP9 signalosome complex subunit 7 (Signalosome subunit 7) (Dch7)/CG2038-PA /RH63621p
L—_FAL24870 Drosophila pseudoobscura GA15197-PA
XP_320160 Anopheles gambiae str. PEST EAA00161 ENSANGP00000011626/ENSANGP00000011626
XP_759638 Ustilago maydis 521 EAK84629 hypothetical protein UM03491.1/hypothetical protein UM03491.1
73 100 $AL19202 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBH3010
LXP_572638 Cryptococcus neoformans var. neoformans JEC21 AAW45331 hypothetical protein/conserved hypothetical protein
89 XP_751568 Aspergillus fumigatus Af293 EAL89530 COP9 signalosome subunit 7 CsnG/COP9 signalosome subunit 7 (CsnG), putative
100 | :BAE54805 Aspergillus oryzae unnamed protein product
95 100 I—XP7661 227 Asperqgillus nidulans FGSC A4 AAA85690 Emericella nidulans EAA59831 Aspergillus nidulans FGSC A4 hypothetical protein AN3623.2/ACOB protein/hypothetical protein AN3623.2
39 XP_361182 Magnaporthe grisea 70-15 hypothetical protein MG03725.4
66 1 XP_381678 Gibberella zeae PH-1 EAA68887 hypothetical protein FG01502.1/hypothetical protein FG01502.1
85 EAQ93542 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_01777
_|:XP7965245 Neurospora crassa N150 XP_329388 Neurospora crassa EAA36009 hypothetical protein/hypothetical protein /hypothetical protein
XP_828135 Trypanosoma brucei TREU927 EAN79023 Trypanosoma brucei hypothetical protein Tb11.03.0710/hypothetical protein, conserved
100 —NP_732899 Drosophila melanogaster NP_651177 AAF08392 AAF56173 AAF56174 AAL28780 Rpn9 CG10230-PB, isoform B/Rpn9 CG10230-PA, isoform A /26S proteasome regulatory complex subunit p39A /CG10230-PA, isoform A /CG10230-PB, isoform B /LD17530p
L_EAL26962 Drosophila pseudoobscura GA10174-PA
100 rXP_764031 Theileria parva strain Muguga EAN31748 Theileria parva hypothetical protein TP04_0396/hypothetical protein, conserved
XP_953061 Theileria annulata strain Ankara CAI76436 Theileria annulata hypothetical protein TA08215/hypothetical protein, conserved
NP_592913 Schizosaccharomyces pombe 972h- Q09722 Schizosaccharomyces pombe BAA31742 CAB61449 hypothetical protein SPAC1751.03/CSN7B_SCHPO COP9 signalosome complex subunit 7B/unknown: similar to human GA17 protein /SPAC1751.03
66 29 83 XP_749110 Aspergillus fumigatus Af293 EAL87072 hypothetical protein Afu7g03980/PCI domain protein
100 |_|:BAE60216 Aspergillus oryzae unnamed protein product
54 XP_661863 Aspergillus nidulans FGSC A4 EAA58927 hypothetical protein AN4259.2/hypothetical protein AN4259.2
56 XP_757502 Ustilago maydis 521 EAK81858 hypothetical protein UM01355.1/hypothetical protein UM01355.1
I XP_637434 Dictyostelium discoideum AX4 EAL63929 Dictyostelium discoideum hypothetical protein DDB0187230/hypothetical protein DDB0187230
24 100 ——CAE58573 Caenorhabditis briggsae Hypothetical protein CBG01738
80 INP_500618 Caenorhabditis elegans Q94261 AAB09161 K08F11.3/CSN7_CAEEL Probable COP9 signalosome complex subunit 7 (Signalosome subunit 7)/Hypothetical protein KO8F11.3
XP_794675 Strongylocentrotus purpuratus PREDICTED: similar to dendritic cell protein GA17
100 EAL24912 Drosophila pseudoobscura GA20974-PA
73 5 AD96284 Homo sapiens dendritic cell protein variant
AAC17108 Homo sapiens GA17 protein
99 P_215794 Rattus norvegicus NP_001030389 Bos taurus NP_663355 Mus musculus NP_006351 Homo sapiens XP_533160 Canis familiaris AAKO7542 Homo sapiens AAH05598 Mus musculus AAH19103 Homo sapiens BAC36821 Mus musculus BAC39270 AAH51292 Hom

0.100

L.rNP_OO1OO4794 Xenopus tropicalis AAH74530 CAJ83840 MGC69424 protein/MGC69424 protein /dendritic cell protein GA17
NP_001006406 Gallus gallus CAG32229 similar to dendritic cell protein/hypothetical protein

AT1G02090 = NP_849576 NP_973739 NP_563645 Q94JU3 AAC25563 AAK50074 AAL58108 AAL58109 AAM65518 AAM91348 FUS5 (FUSCA 5); MAP kinase kinase/FUS5 (FUSCA 5); MAP kinase kinase /FUS5 (FUSCA 5); MAP kinase kinase /CSN7_ARATH COP9 signalosome complex subuni



