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XP_572455 Cryptococcus neoformans var. neoformans JEC21 EAL17778 Cryptococcus neoformans var. neoformans B-3501A AAW45148 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBL2910 /expressed protein
XP_757054 Ustilago maydis 521 EAK82091 hypothetical protein UM00907.1/hypothetical protein UM00907.1

100 98 EAQ92380 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_00615
% LI—:XPJ%QM Neurospora crassa XP_960831 Neurospora crassa N150 EAA31595 Neurospora crassa CAE76134 predicted protein/hypothetical protein /predicted protein /related to JAB1-containing signalosome subunit 3

XP_390348 Gibberella zeae PH-1 EAA68074 hypothetical protein FG10172.1/hypothetical protein FG10172.1
50 55 XP_368557 Magnaporthe grisea 70-15 hypothetical protein MG00687.4
XP_755070 Aspergillus fumigatus Af293 EAL93032 hypothetical protein Afu2g07340/RE63441p

100 ——CAE58511 Caenorhabditis briggsae Hypothetical protein CBG01662
L NP_499878 Caenorhabditis elegans QIN425 AAP13759 COP-9 SigNalosome subunit family member (csn-3)/CSN3_CAEEL COP9 signalosome complex subunit 3 (Signalosome subunit 3)/Cop-9 signalosome subunit protein 3
w 2pXP_584631 Bos taurus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 3

3RNP_001006163 Gallus gallus CAG32142 COP9 constitutive photomorphogenic homolog subunit 3/hypothetical protein

P_036121 Mus musculus 088543 AAC33900 AAH68179 BAE25027 COP9 (constitutive photomorphogenic), subunit 3/CSN3_MOUSE COP9 signalosome complex subunit 3 (Signalosome subunit 3) (SGN3) (JAB1-containing signalosome subunit 3) /COP9 complex subunit 3 /COP
8(XP_864801 Canis familiaris NP_003644 Homo sapiens XP_536667 Canis familiaris NP_001004200 Rattus norvegicus QQUNS2 Homo sapiens AAC14197 AAD41247 AAH01891 AAH79143 Rattus norvegicus CAH89385 Pongo pygmaeus BAE00674 Macaca fascicularis BA
P_001017238 Xenopus tropicalis CAJ83043 COP9 constitutive photomorphogenic homolog subunit 3/COP9 constitutive photomorphogenic homolog subunit 3 (Arabidopsis)
Q7ZTN8 Xenopus laevis AAH44034 CSN3_XENLA COP9 signalosome complex subunit 3 (Signalosome subunit 3)/Cops3-prov protein
6P2U9 Danio rerio AAH64288 CSN3_BRARE COP9 signalosome complex subunit 3 (Signalosome subunit 3)/COP9 constitutive photomorphogenic homolog subunit 3
NP_955979 Danio rerio AAH45415 COP9 constitutive photomorphogenic homolog subunit 3/COP9 constitutive photomorphogenic homolog subunit 3
XP_316484 Anopheles gambiae str. PEST EAA11895 ENSANGP00000004286/ENSANGP00000004286
XP_624761 Apis mellifera PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 3
EAL30723 Drosophila pseudoobscura GA14892-PA
100 | 5pAAD28606 Drosophila melanogaster COP9 signalosome subunit 3 CSN3
AAL49197 Drosophila melanogaster RE63441p

49 P_524190 Drosophila melanogaster Q8SYG2 AAF51652 COP9 complex homolog subunit 3 CG18332-PA/CSN3_DROME COP9 signalosome complex subunit 3 (Signalosome subunit 3) (Dch3)/CG18332-PA
AAW27405 Schistosoma japonicum SJCHGC02823 protein
29

XP_629934 Dictyostelium discoideum AX4 EAL61545 Dictyostelium discoideum ABC46695 hypothetical protein DDB0219696/hypothetical protein DDB0219696 /COP9 signalosome complex subunit 3
L 62 Smo_COP13_2_1 Smo_COP13_1_1
Ppa_COP13_1_1
XP_479811 Oryza sativa (japonica cultivar-group) BAD09047 putative COP9 complex subunit 3, FUS11/putative COP9 complex subunit 3, FUS11
AA76862 Lycopersicon chilense unknown protein
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AT5G14250 = NP_568296 Q8W575 CAB87764 AAK61872 AAK61873 AAL31917 AAL58102 AAMA47349 AAM61473 COP13 (CONSTITUTIVE PHOTOMORPHOGENIC 13)/CSN3_ARATH COP9 signalosome complex subunit 3 (Signalosome subunit 3) (FUSCA protein 11) (FUSCA11)/putative protein
AT1G75990 = NP_177726 Q9LQR8 AAL09749 AAU90061 unknown protein/PD32_ARATH Probable 26S proteasome non-ATPase regulatory subunit 3b (26S proteasome subunit S3-b)/At1975990/T4012_21 /At1g75990
gnl|CMER|CML133C_26S_proteasome_regulatory_module_subunit
——XP_636637 Dictyostelium discoideum AX4 EAL63135 Dictyostelium discoideum hypothetical protein DDB0219362/hypothetical protein DDB0219362
100 {CAE71252 Caenorhabditis briggsae Hypothetical protein CBG18132

34

87

—1200_Cre (pt1, position not well resolved)

LNP_498869 Caenorhabditis elegans Q04908 AAA27966 proteasome Regulatory Particle, Non-ATPase-like family member (rpn-3)/PSD3_CAEEL 26S proteasome non-ATPase regulatory subunit 3 (26S proteasome regulatory subunit rpn-3)/Proteasome regulatory particle,

XP_319831 Anopheles gambiae str. PEST 061470 Anopheles gambiae AAC18058 EAA14736 Anopheles gambiae str. PEST ENSANGP00000016528/PSD3_ANOGA Probable 26S proteasome non-ATPase regulatory subunit 3 (26S proteasome subunit S3) (Diphenol oxidase A2 co
73EAQ83220 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_09624

XP_959637 Neurospora crassa N150 XP_331000 Neurospora crassa EAA30401 hypothetical protein/hypothetical protein /hypothetical protein
XP_386221 Gibberella zeae PH-1 EAA73904 conserved hypothetical protein/conserved hypothetical protein
AAW25532 Schistosoma japonicum SJCHGC06456 protein

XP_784007 Strongylocentrotus purpuratus PREDICTED: similar to proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 (predicted)
AAH73593 Xenopus laevis MGC82894 protein

73} CAF95635 Tetraodon nigroviridis unnamed protein product

NP_956866 Danio rerio AAH56598 AAH66451 proteasome (prosome, macropain) 26S subunit, non-ATPase, 3/Proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 /Proteasome (prosome, macropain) 26S subunit, non-ATPase, 3

P_033465 Mus musculus NP_001008282 Rattus norvegicus P14685 Mus musculus AAA37241 AAH03197 BAC36709 AAH85881 Rattus norvegicus BAE41307 Mus musculus BAE38942 BAE38965 BAE39391 BAE26453 BAE26466 BAE37842 BAE38235 proteasome 26S non-ATPase sub
BAE32050 Mus musculus unnamed protein product

NP_001026533 Gallus gallus CAG31104 proteasome 26S non-ATPase subunit 3/hypothetical protein
AC04310 Homo sapiens unnamed protein product
XP_511464 Pan troglodytes PREDICTED: similar to 26S proteasome non-ATPase regulatory subunit 3 (26S proteasome regulatory subunit S3) (Proteasome subunit p58)

NP_002800 Homo sapiens XP_548138 Canis familiaris 043242 Homo sapiens BAA23651 AAH00074 AAH04859 BAB71019 AAH20518 AAH25686 AAP35881 AAP36540synthetic construct CAG33053 Homo sapiens AAX31842 synthetic construct AAX41992 AAX43562 AAI05527
P_875046 Bos taurus PREDICTED: similar to proteasome (prosome, macropain) 26S subunit, non-ATPase, 3 (predicted) isoform 2

AAH12302 Homo sapiens Proteasome 26S non-ATPase subunit 3
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