FUS11/COP13 (AT5G14250): partial tree
File name:COP13.pt1.svg

93 aa residues 28 OTU included.

Partial tree including 1200 _Cre
Assemble Job Id:Iw8AOb

Tree job id: FsmivH

BP values out of 100

Analyzed by thirai@nibb.ac.jp

Date: Thu Jun 08 14:17:15 JST 2006

XP_757054 Ustilago maydis 521 EAK82091 hypothetical protein UM00907.1/hypothetical protein UM00907.1

XP_572455 Cryptococcus neoformans var. neoformans JEC21 EAL17778 Cryptococcus neoformans var. neoformans B-3501A AAW45148 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/hypothetical protein CNBL2910 /expressed protein
XP_663402 Aspergillus nidulans FGSC A4 EAA58307 hypothetical protein AN5798.2/hypothetical protein AN5798.2

85 CAE76134 Neurospora crassa related to JAB1-containing signalosome subunit 3
| I XP_368557 Magnaporthe grisea 70-15 hypothetical protein MG00687.4
L XP_390348 Gibberella zeae PH-1 EAA68074 hypothetical protein FG10172.1/hypothetical protein FG10172.1

CAE58511 Caenorhabditis briggsae Hypothetical protein CBG01662

XP_629934 Dictyostelium discoideum AX4 EAL61545 Dictyostelium discoideum ABC46695 hypothetical protein DDB0219696/hypothetical protein DDB0219696 /COP9 signalosome complex subunit 3

XP_316484 Anopheles gambiae str. PEST EAA11895 ENSANGP00000004286/ENSANGP00000004286

NP_524190 Drosophila melanogaster Q8SYG2 AAF51652 AAL49197 COP9 complex homolog subunit 3 CG18332-PA/CSN3_DROME COP9 signalosome complex subunit 3 (Signalosome subunit 3) (Dch3)/CG18332-PA /RE63441p

XP_624761 Apis mellifera PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 3

9xNP_001017238 Xenopus tropicalis CAJ83043 COP9 constitutive photomorphogenic homolog subunit 3/COP9 constitutive photomorphogenic homolog subunit 3 (Arabidopsis)
Q7ZTN8 Xenopus laevis AAH44034 CSN3_XENLA COP9 signalosome complex subunit 3 (Signalosome subunit 3)/Cops3-prov protein

NP_001006163 Gallus gallus CAG32142 COP9 constitutive photomorphogenic homolog subunit 3/hypothetical protein
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XP_584631 Bos taurus PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 3

NP_001004200 Rattus norvegicus NP_036121 Mus musculus 088543 AAC33900 AAH68179 AAH79143 Rattus norvegicus BAE25027 Mus musculus COP9 constitutive photomorphogenic homolog subunit 3/COP9 (constitutive photomorphogenic), subunit 3 /CSN3_MOUSE COP
P_003644 Homo sapiens QOUNS2 AAC14197 AAD41247 AAH01891 CAH89385 Pongo pygmaeus BAE00674 Macaca fascicularis BAE87157 COP9 constitutive photomorphogenic homolog subunit 3/CSN3_HUMAN COP9 signalosome complex subunit 3 (Signalosome subunit 3) (SGN
P_536667 Canis familiaris XP_864801 PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 3 isoform 1/PREDICTED: similar to COP9 constitutive photomorphogenic homolog subunit 3 isoform 6

NP_955979 Danio rerio Q6P2U9 AAH45415 AAH64288 COP9 constitutive photomorphogenic homolog subunit 3/CSN3_BRARE COP9 signalosome complex subunit 3 (Signalosome subunit 3)/COP9 constitutive photomorphogenic homolog subunit 3 /COP9 constitutive photomor

XP_479811 Oryza sativa (japonica cultivar-group) BAD09047 putative COP9 complex subunit 3, FUS11/putative COP9 complex subunit 3, FUS11
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rAAL31917 Arabidopsis thaliana AAM47349 AT5g14250/F18022_40 /AT5914250/F18022_40
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IAT5G14250 = NP_568296 NP_001031881 Q8W575 CAB87764 AAK61872 AAK61873 AAL58102 AAM61473 COP13 (CONSTITUTIVE PHOTOMORPHOGENIC 13)/COP13 (CONSTITUTIVE PHOTOMORPHOGENIC 13) /CSN3_ARATH COP9 signalosome complex subunit 3 (Signalosome subunit 3) (FUSCA pr



