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AT5G24850 = NP_568461 AAL57669 AAM26705 BAC65244 DNA photolyase/AT5g24850/F6A4_60 /AT5g24850/F6A4_60 /cryptochrome dash
BAD45850 Oryza sativa (japonica cultivar-group) BAD46426 putative cryptochrome dash/putative cryptochrome dash

ABB01166 Lycopersicon esculentum cryptochrome 389
100

Smo_cryD_3_1
85

Ppa_cryD_1_1
100

NP_870272 Rhodopirellula baltica SH 1 CAD77347 DNA photolyase/DNA photolyase
YP_477047 Synechococcus sp. JA-2-3B'a(2-13) ABD01784 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase
YP_473788 Synechococcus sp. JA-3-3Ab ABC98525 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase100

73

NP_923781 Gloeobacter violaceus PCC 7421 BAC88776 probable bacterial cryptochrome/phrA
ZP_00519034 Crocosphaera watsonii WH 8501 EAM47881 Deoxyribodipyrimidine photolyase/Deoxyribodipyrimidine photolyase

ZP_00674183 Trichodesmium erythraeum IMS101 EAO27354 Deoxyribodipyrimidine photolyase/Deoxyribodipyrimidine photolyase92
84

68

14

AAU14279 Ostreococcus tauri CRY DASH-like protein
YP_327374 Natronomonas pharaonis DSM 2160 CAI49819 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase

YP_445305 Salinibacter ruber DSM 13855 ABC43838 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase53
19

8

AT2G47590 = NP_182281 AAC62851 AAC26199 AAM64933 PHR2 (PHOTOLYASE/BLUE-LIGHT RECEPTOR 2) /photolyase/blue-light receptor (PHR2) /photolyase/blue light photoreceptor PHR2 /photolyase/blue-light receptor PHR2
Ppa_cryD_3_1

Smo_cryD_5_2
Smo_cryD_7_1100

79
100

gnl|CMER|CMD121C_probable_photolyase/blue-light_receptor_(PHR2)

99

ZP_00308901 Cytophaga hutchinsonii COG0415: Deoxyribodipyrimidine photolyase
15

12

XP_762064 Ustilago maydis 521 EAK86731 hypothetical protein UM05917.1/hypothetical protein UM05917.1
XP_324762 Neurospora crassa XP_965722 Neurospora crassa N150 EAA36486 Neurospora crassa CAE76612 hypothetical protein/hypothetical protein NCU00582.1 /hypothetical protein /related to deoxyribodipyrimidine photo-lyase

XP_366926 Magnaporthe grisea 70-15 EAQ71376 hypothetical protein MG03002.4/hypothetical protein MGG_ch7g783100
XP_757278 Ustilago maydis 521 EAK81690 hypothetical protein UM01131.1/hypothetical protein UM01131.148

98

XP_783613 Strongylocentrotus purpuratus PREDICTED: similar to Cryptochrome DASH, partial
AAH98514 Danio rerio Cryptochrome DASH
NP_991249 Danio rerio BAD08600 Cryptochrome DASH/cryptochrome dash100
BAD08601 Xenopus laevis cryptochrome dash86

99

75

9

gnl|CMER|CMA044C_cryptochrome_DASH

11

ZP_01122260 Robiginitalea biformata HTCC2501 EAR14251 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase
ZP_01052688 Tenacibaculum sp. MED152 EAQ42116 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase

ZP_01117811 Polaribacter irgensii 23-P EAR12320 probable bacterial cryptochrome/probable bacterial cryptochrome100
ZP_01058985 Flavobacterium sp. MED217 EAQ50817 probable bacterial cryptochrome/probable bacterial cryptochrome
ZP_01049885 Cellulophaga sp. MED134 EAQ39857 probable bacterial cryptochrome/probable bacterial cryptochrome

ZP_01201961 Flavobacteria bacterium BBFL7 EAS20023 deoxyribodipyrimidine photo-lyase/deoxyribodipyrimidine photo-lyase82
37

75

100

gnl|CMER|CMJ130C_probable_cryptochrome_DASH
ZP_01042358 Idiomarina baltica OS145 EAQ32739 Deoxyribodipyrimidine photolyase/Deoxyribodipyrimidine photolyase

YP_154514 Idiomarina loihiensis L2TR AAV80965 Deoxyribodipyrimidine photolyase/Deoxyribodipyrimidine photolyase67
ZP_01161571 Photobacterium sp. SKA34 EAR54655 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase

ZP_01066045 Vibrio sp. MED222 EAQ52668 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase
ZP_00988678 Vibrio splendidus 12B01 EAP96479 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase100

NP_799713 Vibrio parahaemolyticus RIMD 2210633 BAC61546 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase
ZP_00759468 Vibrio cholerae MO10 NP_231448 Vibrio cholerae O1 biovar eltor str. N16961 ZP_00756578 Vibrio cholerae O395 AAF94962 Vibrio cholerae O1 biovar eltor str. N16961 COG0415: Deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photoly
ZP_00753130 Vibrio cholerae RC385 COG0415: Deoxyribodipyrimidine photolyase
ZP_00750879 Vibrio cholerae V51 COG0415: Deoxyribodipyrimidine photolyase49

91

ZP_00746049 Vibrio cholerae V52 COG0415: Deoxyribodipyrimidine photolyase
100

96

99

62

44

ZP_00816889 Marinobacter aquaeolei VT8 EAO99875 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase
ZP_00774816 Pseudoalteromonas atlantica T6c EAO68699 Deoxyribodipyrimidine photolyase/Deoxyribodipyrimidine photolyase53

100

3903_Cre
AT3G15620 = NP_566520 BAA24449 BAA34711 BAB02293 UVR3 (UV REPAIR DEFECTIVE 4)/6-4 photolyase /6-4 photolyase /6-4 photolyase100

YP_125633 Legionella pneumophila str. Lens CAH14497 hypothetical protein lpl0266/hypothetical protein
YP_122613 Legionella pneumophila str. Paris CAH11419 hypothetical protein lpp0271/hypothetical protein
YP_094266 Legionella pneumophila subsp. pneumophila str. Philadelphia 1 AAU26319 deoxyribodipyrimidine photolyase/deoxyribodipyrimidine photolyase58

100

Ppa_cryD_2_1
NP_892404 Prochlorococcus marinus subsp. pastoris str. CCMP1986 CAE18744 putative DNA photolyase/putative DNA photolyase

ZP_01083521 Synechococcus sp. WH 5701 EAQ76502 Deoxyribodipyrimidine photolyase/Deoxyribodipyrimidine photolyase
YP_172102 Synechococcus elongatus PCC 6301 BAD79582 DNA photolyase/DNA photolyase
YP_399131 Synechococcus elongatus PCC 7942 P05327 Synechococcus leopoliensis 1TEZ Synechococcus elongatus PCC 6301 1TEZ 1TEZ 1QNF 1TEZ 1OWL 1OWP 1OWO 1OWN 1OWM S00757 Synechococcus sp. CAA30190 Synechococcus elongatus PCC 6301 ABB56144 Synech100

NP_681215 Thermosynechococcus elongatus BP-1 BAC07977 DNA photolyase/DNA photolyase
YP_324786 Anabaena variabilis ATCC 29413 ABA23891 DNA photolyase, FAD-binding/DNA photolyase, FAD-binding
NP_486765 Nostoc sp. PCC 7120 BAB74424 deoxyribopyrimidine photolyase/deoxyribopyrimidine photolyase92

ZP_00106383 Nostoc punctiforme PCC 73102 COG0415: Deoxyribodipyrimidine photolyase100

ZP_00514659 Crocosphaera watsonii WH 8501 EAM52497 Deoxyribodipyrimidine photolyase/Deoxyribodipyrimidine photolyase
AAY21157 Prochloron didemni deoxyribopyrimidine photolyase56

78

69

57

NP_441110 Synechocystis sp. PCC 6803 Q55081 BAA17790 AAB81109 deoxyribopyrimidine photolyase/PHR_SYNY3 Deoxyribodipyrimidine photo-lyase (DNA photolyase) (Photoreactivating enzyme) /deoxyribopyrimidine photolyase /DNA photolyase

78

80

99

59

100

100

75

44

0.100


