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XP_742817 Plasmodium chabaudi chabaudi CAH81989 Plasmodium chabaudi 26S proteasome regulatory complex subunit/26S proteasome regulatory complex subunit, putative
NP_701163 Plasmodium falciparum 3D7 AAN35887 26S proteasome regulatory complex subunit, putative/26S proteasome regulatory complex subunit, putative92

XP_764030 Theileria parva strain Muguga EAN31747 Theileria parva 26S proteasome regulatory subunit/26S proteasome regulatory subunit, putative
T43183 Schizosaccharomyces pombe BAA13919 T43183 probable 26S proteasome regulatory particle chain RPN7 - fission yeast (Schizosaccharomyces pombe) (fragment)/similar to Saccharomyces cerevisiae P8283.8 gene product, GENBANK Accession Number U32445

XP_646606 Dictyostelium discoideum AX4 EAL72444 Dictyostelium discoideum hypothetical protein DDB0190867/hypothetical protein DDB019086734
Ppa_FUS6_4_1

AT4G24820 = NP_567709 NP_974611 Q93Y35 AAK96691 AAM13268 AAM65400 AAN31800 AAP86665 unknown protein/unknown protein /PSD6_ARATH Probable 26S proteasome non-ATPase regulatory subunit 6/putative proteasome regulatory subunit /putative proteasome regul
XP_472939 Oryza sativa (japonica cultivar-group) Q8W425 Oryza sativa BAB78486 Oryza sativa (japonica cultivar-group) CAE03153 CAD41392 OSJNBa0081L15.15/PSD6_ORYSA 26S proteasome non-ATPase regulatory subunit 6 (26S proteasome regulatory particle78

Smo_FUS6_4_253
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XP_795620 Strongylocentrotus purpuratus PREDICTED: similar to 26S proteasome non-ATPase regulatory subunit 6 (26S proteasome regulatory subunit S10) (p42A) (Proteasome regulatory particle subunit p44S10) (Phosphonoformate immuno-associated protein 4)
XP_320986 Anopheles gambiae str. PEST EAA01099 ENSANGP00000019902/ENSANGP00000019902

NP_001029821 Bos taurus AAI02469 proteasome (prosome, macropain) 26S subunit, non-ATPase, 6/Proteasome (prosome, macropain) 26S subunit, non-ATPase, 6
NP_956585 Danio rerio NP_942025 Rattus norvegicus NP_055629 Homo sapiens NP_079826 Mus musculus XP_541816 Canis familiaris Q99JI4 Mus musculus Q15008 Homo sapiens BAA03497 AAF65540 AAH00630 AAH00904 BAB26823 Mus musculus CAC34579 AAH0686
NP_989264 Xenopus tropicalis AAH43825 Xenopus laevis AAH64247 Xenopus tropicalis AAH80335 AAH84351 Xenopus laevis CAJ83374 Xenopus tropicalis proteasome (prosome, macropain) 26S subunit, non-ATPase, 6/P44s10-prov protein /Proteasome (prosome,47

50

XP_414416 Gallus gallus PREDICTED: similar to 26S proteasome non-ATPase regulatory subunit 6 (26S proteasome regulatory subunit S10) (p42A) (Proteasome regulatory particle subunit p44S10)
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CAE74055 Caenorhabditis briggsae Hypothetical protein CBG21707
NP_501632 Caenorhabditis elegans Q20585 CAA92512 proteasome Regulatory Particle, Non-ATPase-like family member (rpn-7)/PSD6_CAEEL 26S proteasome non-ATPase regulatory subunit 6 (26S proteasome regulatory subunit rpn-7)/Hypothetical protein F49C12.898
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AT3G61140 = NP_567109 P45432 AAA32792 CAB71044 AAK26005 AAK93733 AAL58100 BAC42193 FUS6 (FUSCA 6)/CSN1_ARATH COP9 signalosome complex subunit 1 (CSN complex subunit 1) (Constitutive photomorphogenesis protein 11) (FUSCA protein 6) (FUSCA6)/FUS6/FUSC
AAG17476 Oryza sativa (indica cultivar-group) rCOP11 protein

AAF40112 Oryza sativa (indica cultivar-group) constitutive photomorphogenic 11100
65

Smo_FUS6_2_2 Smo_FUS6_1_2
Ppa_FUS6_1_1 Ppa_FUS6830388009_1

Ppa_FUS6_3_197
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XP_639011 Dictyostelium discoideum AX4 EAL65671 Dictyostelium discoideum ABC46693 hypothetical protein DDB0215686/hypothetical protein DDB0215686 /COP9 signalosome complex subunit 1
15065_Cre28

46

BAC04120 Homo sapiens unnamed protein product
BAD96228 Homo sapiens G protein pathway suppressor 1 isoform 1 variant29
CAH93182 Pongo pygmaeus hypothetical protein21

XP_603925 Bos taurus XP_874510 NP_004118 Homo sapiens XP_887717 Bos taurus NP_446421 Rattus norvegicus NP_001006206 Gallus gallus NP_663345 Mus musculus NP_997657 Homo sapiens XP_540496 Canis familiaris XP_523750 Pan troglodytes Q99LD4
62

Q6NRT5 Xenopus laevis AAH70633 CSN1_XENLA COP9 signalosome complex subunit 1 (Signalosome subunit 1)/MGC81460 protein
46

NP_001007967 Xenopus tropicalis AAH80478 MGC89799 protein/MGC89799 protein
76

XP_685543 Danio rerio XP_686215 PREDICTED: similar to G protein pathway suppressor 1 isoform 2 isoform 1/PREDICTED: similar to G protein pathway suppressor 1 isoform 2 isoform 1
83

XP_315051 Anopheles gambiae str. PEST EAA10359 ENSANGP00000010862/ENSANGP00000010862
XP_392872 Apis mellifera PREDICTED: similar to MGC81460 protein

ABD36305 Bombyx mori G protein pathway suppressor 171
6
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XP_787846 Strongylocentrotus purpuratus PREDICTED: similar to G protein pathway suppressor 1 isoform 1, partial
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EAL34441 Drosophila pseudoobscura GA18363-PA
NP_609720 Drosophila melanogaster AAF53409 AAY54804 COP9 complex homolog subunit 1 a CG4697-PA/CG4697-PA /IP11532p100

AAD28605 Drosophila melanogaster COP9 signalosome subunit 1 CSN1
NP_524152 Drosophila melanogaster Q9VVU5 AAF49212 AAK93396 COP9 complex homolog subunit 1 b CG3889-PA/CSN1_DROME COP9 signalosome complex subunit 1b (Signalosome subunit 1b) (Dch1-2)/CG3889-PA /LD43563p63
EAL30410 Drosophila pseudoobscura GA17754-PA100
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XP_570755 Cryptococcus neoformans var. neoformans JEC21 EAL20676 Cryptococcus neoformans var. neoformans B-3501A AAW43448 Cryptococcus neoformans var. neoformans JEC21 cop9 signalosome complex subunit 1/hypothetical protein CNBE0420 /cop9 signalo
NP_507507 Caenorhabditis elegans Q9GS00 CAC14399 COP-9 SigNalosome subunit family member (csn-1)/CSN1_CAEEL COP9 signalosome complex subunit 1 (Signalosome subunit 1)/Hypothetical protein Y59A8A.1

CAE61706 Caenorhabditis briggsae Hypothetical protein CBG0565598
11

8

XP_360308 Magnaporthe grisea 70-15 hypothetical protein MG05682.4
XP_322243 Neurospora crassa XP_956670 Neurospora crassa N150 EAA27434 Neurospora crassa ABB36580 hypothetical protein/hypothetical protein /hypothetical protein /CSN-1

EAQ91011 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_0294655
XP_382708 Gibberella zeae PH-1 EAA67762 hypothetical protein FG02532.1/hypothetical protein FG02532.139

99

BAE55691 Aspergillus oryzae unnamed protein product
XP_747294 Aspergillus fumigatus Af293 EAL85256 COP9 signalosome subunit 1/COP9 signalosome subunit 1 (CsnA), putative77
XP_659095 Aspergillus nidulans FGSC A4 EAA64621 AAT73769 Emericella nidulans hypothetical protein AN1491.2/hypothetical protein AN1491.2 /COP9 singlesome subunit 198
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7

NP_596680 Schizosaccharomyces pombe 972h- O94308 Schizosaccharomyces pombe CAA22117 AAG29548 hypothetical protein SPBC215.03c/CSN1_SCHPO COP9 signalosome complex subunit 1 (CSN complex subunit 1) (SGN1)/SPBC215.03c /signalosome subunit Csn1
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