
NP_957215 Danio rerio AAH42331 AAH67146 ubiquitin-conjugating enzyme E2E 3/Ubiquitin-conjugating enzyme E2E 3 /Ubiquitin-conjugating enzyme E2E 3
XP_520939 Pan troglodytes PREDICTED: similar to ubiquitin-conjugating enzyme UbcM2

AAP97266 Homo sapiens ubiquitin-conjugating enzyme UbcM2
XP_215754 Rattus norvegicus XP_421975 Gallus gallus NP_989305 Xenopus tropicalis NP_006348 Homo sapiens NP_033480 Mus musculus NP_872619 Homo sapiens XP_515954 Pan troglodytes XP_850842 Canis familiaris XP_862501 Q969T4 Homo sapiens P5

BAD06217 Xenopus laevis ubiquitin conjugating enzyme E2
NP_001003494 Danio rerio CAG02758 Tetraodon nigroviridis AAH76483 Danio rerio hypothetical protein LOC445100/unnamed protein product /Zgc:92467

CAG00254 Tetraodon nigroviridis unnamed protein product
XP_691999 Danio rerio PREDICTED: similar to Ubiquitin-conjugating enzyme E2 E1 (Ubiquitin-protein ligase E1) (Ubiquitin carrier protein E1) (UbcH6)

AAH77923 Xenopus laevis LOC494592 protein
NP_003332 Homo sapiens NP_989032 Xenopus tropicalis XP_534245 Canis familiaris NP_033481 Mus musculus XP_573708 Rattus norvegicus P52482 Mus musculus P51965 Homo sapiens CAA63539 CAA63353 Mus musculus AAH03781 AAH09139 Homo sapiens BAC

AAH77801 Xenopus laevis Ube2e2 protein
XP_909926 Mus musculus PREDICTED: similar to Ubiquitin-conjugating enzyme E2 E1 (Ubiquitin-protein ligase E1) (Ubiquitin carrier protein E1) (UbcM3)

NP_689866 Homo sapiens NP_659088 Mus musculus 1Y6L Homo sapiens 1Y6L Q91W82 Mus musculus Q96LR5 Homo sapiens 1Y6L BAB71605 AAH16265 Mus musculus AAH22332 Homo sapiens AAH82838 Xenopus laevis ubiquitin-conjugating enzyme E2E 2 (UBC4/5 ho
AAH82942 Xenopus laevis LOC494805 protein

XP_395589 Apis mellifera NP_723616 Drosophila melanogaster NP_477137 XP_317521 Anopheles gambiae str. PEST P52485 Drosophila melanogaster CAA63351 AAF53008 AAM11252 AAN10762 EAL33123 Drosophila pseudoobscura EAA12881 Anopheles gambiae str. PE
AAV90728 Aedes albopictus ubiquitin_conjugating enzyme

gnl|CMER|CMB015C_probable_ubiquitin-conjugating_enzyme_E2
7781_Cre

AT3G13550 = NP_566459 Q9LJD7 BAB01762 AAK57749 FUS9 (FUSCA 9); ubiquitin conjugating enzyme/CO10_ARATH Constitutive photomorphogenesis protein 10/unnamed protein product /ubiquitin-conjugating enzyme COP10
XP_478839 Oryza sativa (japonica cultivar-group) BAC83070 putative elicitor inducible beta-1,3-glucanase/putative elicitor inducible beta-1,3-glucanase
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COP10/FUS9 (AT3G13550): global
File name:COP10-FUS9.mltree3.svg
141 aa residues 23 OTU included.
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