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Ppa_CIP7_2_1
Ppa_CIP7_1_1

AT4G27430 = NP_194473 BAA31738 CAB43875 CAB81393 CIP7 (COP1-INTERACTING PROTEIN 7)/COP1-Interacting Protein 7 (CIP7) /COP1-interacting protein 7 (CIP7) /COP1-interacting protein 7 (CIP7)
AT1G61100 = NP_176305 unknown protein100

XP_477896 Oryza sativa (japonica cultivar-group) BAC79948 BAD31401 COP1-interacting protein 7 (CIP7)-like protein/COP1-interacting protein 7 (CIP7)-like protein /COP1-interacting protein 7 (CIP7)-like protein
XP_470513 Oryza sativa (japonica cultivar-group) AAP44760 hypothetical protein/hypothetical protein100

67

AT5G43310 = NP_568624 unknown protein
98

Smo_CIP7_4_1
Smo_CIP7_12_1 Smo_CIP7_2_142

56

AT1G72410 = NP_177385 unknown protein
AT1G17360 = NP_173179 AAF97304 unknown protein/Hypothetical protein100

BAB02983 Arabidopsis thaliana COP1-interacting protein 7 (CIP7)-like90

XP_479164 Oryza sativa (japonica cultivar-group) BAC16511 BAC21482 COP1-interacting protein 7 (CIP7)-like/COP1-interacting protein 7 (CIP7)-like /COP1-interacting protein 7 (CIP7)-like
100

Smo_CIP7_6_1
Smo_CIP7_1_1

Smo_CIP7_9_1100
Smo_CIP7_19_162

93

64

100

0.100

Ppa_CIP71025184607_1: identical to Ppa_CIP7_1_1

AAG52581 unknown protein/hypothetical protein; 58100-61035 : identical to AT1G72410

Smo_CIP7_3_1(pt1)

AAB71484: identical to AT1G61100
AAF79457: identical to AT1G17360

Smo_CIP7_5_1 (Smo_CIP7_5_1 have 99% identical nucleotide sequence to Smo_CIP7_4)

Entries removed prior to the phylogenetic analysis

no AGI code assigned: AT3G14170-AT3G14180


