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AAP45156 Solanum bulbocastanum AAP45171 putative phosphate starvation response regulator/putative calcium-dependent protein kinase substrate protein
AT5G45580 = NP_199371 BAB11197 transcription factor/unnamed protein product91

XP_473755 Oryza sativa (japonica cultivar-group) CAE03471 OSJNBa0083N12.9/OSJNBa0083N12.9
XP_467318 Oryza sativa (japonica cultivar-group) BAD07516 BAD07887 phosphate starvation response regulator-like/phosphate starvation response regulator-like /phosphate starvation response regulator-like69

74

Ppa_KANADI_63_2
Ppa_KANADI_118_1100

XP_481813 Oryza sativa (japonica cultivar-group) XP_507200 BAC75446 BAD03149 transfactor-like/PREDICTED P0410E11.132-1 gene product /transfactor-like /transfactor-like
AT1G79430 = NP_849905 AAD30233 APL (ALTERED PHLOEM DEVELOPMENT); transcription factor/Contains similarity to gb|AB017693 transfactor (WERBP-1) from Nicotiana tabacum. ESTs gb|H39299, gb|T41875, gb|H38232 and gb|N38325 come from this gene.

AT3G24120 = NP_974356 NP_566744 AAK91372 AAM16202 AAM65964 unknown protein/transcription factor /AT3g24120/MUJ8_3 /AT3g24120/MUJ8_3 /transfactor, putative48
BAB02417 Arabidopsis thaliana unnamed protein product90
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XP_479582 Oryza sativa (japonica cultivar-group) BAC83815 transfactor-like protein/transfactor-like protein
AT5G18240 = NP_974799 NP_974798 NP_197325 NP_974797 NP_850842 BAB09482 AAK01148 AAK68818 AAO30084 MYR1/MYR1 /MYR1; transcription factor /MYR1 /MYR1; transcription factor /transfactor-like protein /MYR1 /transfactor-like protein /transfactor-like pro99

43

75

BAD35632 Oryza sativa (japonica cultivar-group) BAD35475 putative transfactor/putative transfactor
BAD33181 Oryza sativa (japonica cultivar-group) BAD32994 putative transfactor/putative transfactor

XP_481816 Oryza sativa (japonica cultivar-group) BAC75447 BAD03152 putative transfactor/putative transfactor /putative transfactor74
82

Ppa_KANADI_29_1
Ppa_KANADI_229_157
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BAE46413 Solanum tuberosum MYB-CC type transfactor
AT2G01060 = NP_178216 AAF18654 AAK48977 AAM61299 AAN15332 transcription factor/transfactor-like protein /transfactor-like protein /transfactor-like protein /transfactor-like protein95
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Smo_KANADI_571_2 Smo_KANADI_289_2
AAU06822 Triticum aestivum MYB transcription factor

XP_475467 Oryza sativa (japonica cultivar-group) AAT69646 unknown protein/unknown protein96
ABD28665 Medicago truncatula Peptidase M22, glycoprotease; Homeodomain-related85
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Smo_KANADI_22_2 Smo_KANADI_23_1
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BAA75684 Nicotiana tabacum transfactor
AT4G28610 = NP_194590 CAB81449 CAC59689 AAL91179 AAN72198 PHR1 (PHOSPHATE STARVATION RESPONSE 1); transcription factor/putative protein /phosphate starvation response regulator 1 /putative protein /putative protein47

AT3G04450 = NP_187095 AAF63776 BAC43227 AAO63416 transcription factor/transfactor, putative /putative transfactor /At3g0444554

XP_506295 Oryza sativa (japonica cultivar-group) XP_477827 AAO72597 BAC84294 BAD30836 PREDICTED P0443H10.4 gene product/putative CDPK substrate protein 1 /phosphate starvation response regulator-like protein /putative CDPK substrate protein 1 /putati
42

XP_468375 Oryza sativa (japonica cultivar-group) BAD21666 BAD22405 putative CDPK substrate protein 1; CSP1/putative CDPK substrate protein 1; CSP1 /putative CDPK substrate protein 1; CSP1
25

XP_464081 Oryza sativa (japonica cultivar-group) BAD10540 putative transfactor/putative transfactor
BAD54045 Oryza sativa (japonica cultivar-group) putative transfactor98
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AAF32350 Mesembryanthemum crystallinum CDPK substrate protein 1; CSP1
40

Ppa_KANADI_183_2
Ppa_KANADI_67_2

Ppa_KANADI_4_263
Ppa_KANADI_37_142
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Smo_KANADI_222_1 Smo_KANADI_484_1
Ppa_KANADI_12_190

Smo_KANADI_50_1 Smo_KANADI_596_249

Smo_KANADI_290_1 Smo_KANADI_572_2
19
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BAD28879 Oryza sativa (japonica cultivar-group) BAD54297 myb family transcription factor-like/MYB transcription factor-like
AAT64038 Gossypium hirsutum putative MYB transcription factor47

AT2G38300 = NP_181364 BAC42341 AAO50506 DNA binding/transcription factor /unknown protein /unknown protein
AAC28774 Arabidopsis thaliana AAM14858 unknown protein/unknown protein93

AT2G42660 = NP_181794 AAD21740 AAL69456 AAL84944 AAM15384 DNA binding/transcription factor /hypothetical protein /F14N22.7/F14N22.7 /At2g45350/F14N22.7 /hypothetical protein
ABA95608 Oryza sativa (japonica cultivar-group) myb-like DNA-binding domain, SHAQKYF class, putative
ABA91074 Oryza sativa (japonica cultivar-group) myb-like DNA-binding domain, SHAQKYF class, putative99
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AT2G40260 = NP_181555 AAD25661 AAD25941 DNA binding/transcription factor /hypothetical protein /hypothetical cytoskeletal protein
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AT1G14600 = NP_172912 Q700D9 AAF63176 AAS79548 CAG25859 DNA binding/transcription factor /MYBF_ARATH Putative Myb family transcription factor At1g14600/T5E21.10 /myb family transcription factor /hypothetical protein
AT2G02060 = NP_565281 AAD20098 AAM15094 AAP40383 AAP40505 transcription factor/unknown protein /unknown protein /unknown protein /unknown protein81

6

XP_473530 Oryza sativa (japonica cultivar-group) CAD41286 OSJNBa0005N02.4/OSJNBa0005N02.4
XP_468596 Oryza sativa (japonica cultivar-group) AAN17397 Unknown protein/Unknown protein17

BAD45453 Oryza sativa (japonica cultivar-group) BAD45989 unknown protein/unknown protein
XP_464256 Oryza sativa (japonica cultivar-group) BAD26249 BAD25711 unknown protein/unknown protein /unknown protein96
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AT4G04580 = NP_192367 AAD29772 CAB80823 DNA binding/transcription factor /hypothetical protein /putative protein
17
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Ppa_KANADI_160_1

48

Smo_KANADI_25_1 Smo_KANADI_228_1
XP_469905 Oryza sativa (japonica cultivar-group) AAP50940 hypothetical protein/hypothetical protein

XP_463220 Oryza sativa (japonica cultivar-group) AAR89037 putative transfactor/putative transfactor
ABA99157 Oryza sativa (japonica cultivar-group) myb-like DNA-binding domain, SHAQKYF class, putative64
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Smo_KANADI_131_1 Smo_KANADI_79_3
Smo_KANADI_4_2 Smo_KANADI_142_115

AT5G42630 = NP_199077 BAB10501 AAL05439 DNA binding/transcription factor /unnamed protein product /GARP-like putative transcription factor KANADI4
Ppa_KANADI_88_1

Ppa_KANADI_168_1
Ppa_KANADI_75_169
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AT4G17695 = NP_567535 AAL05438 DNA binding/transcription factor /GARP-like putative transcription factor KANADI3
XP_467285 Oryza sativa (japonica cultivar-group) BAD08167 BAD08170 myb family transcription factor-like/myb family transcription factor-like /myb family transcription factor-like41

NP_913963 Oryza sativa (japonica cultivar-group) BAC66733 BAC99778 myb family transcription factor-like protein/myb family transcription factor-like protein /myb family transcription factor-like protein
AT1G32240 = NP_564392 AAG60180 AAL05437 DNA binding/transcription factor /unknown protein /GARP-like putative transcription factor KANADI2

BAE73187 Ipomoea nil BAE73188 KANADI-like transcription factor FEATHERED/KANADI-like transcription factor FEATHERED
XP_482484 Oryza sativa (japonica cultivar-group) BAC75613 myb family transcription factor-like/myb family transcription factor-like

AT5G16560 = NP_568334 AAK59989 AAL05436 KAN (KANADI); transcription factor/KANADI protein /GARP-like putative transcription factor KANADI150
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