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XP_623799 Apis mellifera PREDICTED: similar to ENSANGP00000019228

99 AAH72076 Xenopus laevis AAI08778 MGC78973 protein/Unknown (protein for MGC:132093)
100 I‘—AAH76792 Xenopus laevis MGC83715 protein
37 XP_689288 Danio rerio NP_955911 AAH58873 PREDICTED: similar to Dihydrouridine synthase 1-like/dihydrouridine synthase 1-like /Dihydrouridine synthase 1-like
1 71 XP_415637 Gallus gallus PREDICTED: similar to PP3111 protein
_@48227 Canis familiaris XP_533136 PREDICTED: similar to PP3111 protein isoform 2/PREDICTED: similar to PP3111 protein isoform 1
50L—NP_081100 Mus musculus BAB23138 AAH19480 BAC33689 BAC40231 PP3111 protein/unnamed protein product /Dus1l protein /unnamed protein product /unnamed protein product
100 rPpa_At4¢g36260_2_1
LPpa_At4g36260_1_2
15 Smo_At4g36260_3_1
Smo¥At49g36260_1_1 <Smo_At4936260_2_1
14 2 81 NP_914676 Oryza sativa (japonica cultivar-group) BAB64713 BAB90775 putative LRP(lateral root primordia) 1/putative LRP1 /putative LRP1
L|_|7—AAT77322 Oryza sativa (japonica cultivar-group) AAV31329 hypothetical protein/hypothetical protein
97 1| [ AT5G12330 = NP_568266 NP_974771 AAA87790 CAC42894 AAW81722 LRP1 (LATERAL ROOT PRIMORDIUM 1)/LRP1 (LATERAL ROOT PRIMORDIUM 1) /LRP1/lateral root primordia (LRP1) /At5g12330
AT3G54430 = NP_191011 CAB81808 AAK96579 AAL38622 unknown protein/putative protein /AT39g54430/T12E18_120 /AT39g54430/T12E18_120
Smo_At4g36260_4_1 Smo_At4g36260_5_1
35 1 AT2G21400 = NP_179735 AAD23685 unknown protein/hypothetical protein < AAN8528+Arabidopsisthatianatrypotheticat-protein identical to AT2G21400
I CAE45586 Lotus japonicus hypothetical protein
13 92 ——AT1G19790 = NP_173409 NP_001031069 AAG12552 AAV68825 AAX23751 unknown protein/unknown protein /Hypothetical Protein /hypothetical protein AT1G19790 /hypothetical protein At1g19790
L —AT1G75520 = NP_177684 AAF87119 AAV68856 AAX23805 unknown protein/F10A5.26 /hypothetical protein AT1G75520 /hypothetical protein At1975520 i i
32|, V- AT5G66350 = NP_201436 AAD34162 BAB10714 SHI (SHORT INTERNODESY); transcription factor/putative zinc finger protein SHI /zinc finger protein SHI-like :ﬁ}ggg;g?g = Ng:] ggggg Sﬁ&%ﬁﬁﬂpﬂtg"(swuw 1)/putative protein
33 BAD46016 Oryza sativa (japonica cultivar-group) BAD46263 putative LRP1/putative LRP1
28 | I BAD54064 Oryza sativa (japonica cultivar-group) BAD54563 putative LRP1/putative LRP1
571 XP_483648 Oryza sativa (japonica cultivar-group) BAD10745 BAD09939 putative lateral root primordia (LRP1)/putative lateral root primordia (LRP1) /putative lateral root primordia (LRP1)
59 AT2G18120 = NP_179404 AAD31354 unknown protein/unknown protein

0.100

AT4G36260 = NP_195349 CAA18132 CAB80297 STY2 (STYLISH 2)/putative protein /putative protein



