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AtSTY2 (At4g36260.pt3): partial tree

File name: AtSTY2.pt3.svg

65 aa residues 22 OTU included.

Partial tree including AT3G51060 = NP_190675 CAB62628 STY1 (STYLISH 1)/putative protein

AT5G33210 = NP_198306 unknown protein.

Assemble Job Id: zdILcC

Tree job id: gbODIh

BP values out of 100

Analyzed by hashik@nibb.ac.jp

Date: Tue May 23 16:35:14 JST 2006

AT2G21400 = NP_179735 AAD23685 unknown protein/hypothetical protein

AT3G54430 = NP_191011 CAB81808 AAK96579 AAL38622 unknown protein/putative protein /AT3g54430/T12E18_120 /AT3954430/T12E18_120

Smo_At49g36260_3_1
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Smo_At4936260_1_1

L|—NP7914676 Oryza sativa (japonica cultivar-group) BAB64713 BAB90775 putative LRP(lateral root primordia) 1/putative LRP1 /putative LRP1

AAT77322 Oryza sativa (japonica cultivar-group) AAV31329 hypothetical protein/hypothetical protein
100 {AT5G12330 = NP_568266 NP_974771 AAA87790 CAC42894 AAW81722 LRP1 (LATERAL ROOT PRIMORDIUM 1)/LRP1 (LATERAL ROOT PRIMORDIUM 1) /LRP1/lateral root primordia (LRP1) /At5g12330

12

13

L_AT5G12330 = NP_974772 LRP1 (LATERAL ROOT PRIMORDIUM 1)

95 AT1G19790 = NP_173409 NP_001031069 AAG12552 AAV68825 AAX23751 unknown protein/unknown protein /Hypothetical Protein /hypothetical protein AT1G19790 /hypothetical protein At1g19790
97 [ I_

AAV68824 Arabidopsis thaliana hypothetical protein AT1G19790
AT1G75520 = NP_177684 AAF87119 AAV68856 AAX23805 unknown protein/F10A5.26 /hypothetical protein AT1G75520 /hypothetical protein At1g75520
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AT5G66350 = NP_201436 AAD34162 BAB10714 SHI (SHORT INTERNODES); transcription factor/putative zinc finger protein SHI /zinc finger protein SHI-like
100 ——AT3G51060 = NP_190675 CAB62628 STY1 (STYLISH 1)/putative protein

L————AT5G33210 = NP_198306 unknown protein

84

BAD54064 Oryza sativa (japonica cultivar-group) BAD54563 putative LRP1/putative LRP1

BAD46016 Oryza sativa (japonica cultivar-group) BAD46263 putative LRP1/putative LRP1

XP_483648 Oryza sativa (japonica cultivar-group) BAD10745 BAD09939 putative lateral root primordia (LRP1)/putative lateral root primordia (LRP1) /putative lateral root primordia (LRP1)
96 I AT2G18120 = NP_179404 AAD31354 unknown protein/unknown protein

L AT4G36260 = NP_195349 CAA18132 CAB80297 STY2 (STYLISH 2)/putative protein /putative protein
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Ppa_At4936260_1_2 Ppa_At4936260_2_ 1 AAX53173 Physcomitrella patens putative zinc finger protein
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