IND (AT4G00120): partial tree

File name: IND.pt1.svg

58 aa residues 77 OTU included.

Partial tree including XP_465240 and NP_922684 Oryza sativa.
Assemble Job Id:XIzHLk

Tree job id: r85fYF
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AT4G00120 = NP_191923 081313 AAC19297 CAB80770 IND; DNA binding/transcription factor /IND_ARATH INDEHISCENT protein/contains similarity to transcriptional activator Ra /hypothetical protein
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_|—AT5609750 = NP_196537 CAB89355 BAB09533 DNA binding/transcription factor /putative protein /unnamed protein product
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64 BAD35705 Oryza sativa (japonica cultivar-group) bHLH protein-like
_itBAD38280 Oryza sativa (japonica cultivar-group) BAD38453 basic helix-loop-helix (bHLH)-like protein/basic helix-loop-helix (bHLH)-like protein
XP_482894 Oryza sativa (japonica cultivar-group) BAD09865 bHLH protein family-like/bHLH protein family-like
98 AT5G67060 = NP_201507 BAB10940 AAM10961 transcription factor/unnamed protein product /putative bHLH transcription factor
I-—AT3G50330 =NP_190602 CAB62312 AAQ89629 BAD43442 BAD43675 BAD43783 DNA binding/transcription factor /putative protein /At3g50330 /putative bHLH transcription factor (bHLH037) /putative bHLH transcription factor (bHLHO037) /putative bHLH transcription
33 100 —AA042279 Arabidopsis thaliana unknown protein
67 LAT3G21330 = NP_188770 BAB03046 AAM10960 AAV85719 DNA binding/transcription factor /unnamed protein product /putative bHLH transcription factor /At3g21330
92 XP_475810 Oryza sativa (japonica cultivar-group) AAV67820 unknown protein/unknown protein
@7916552 Oryza sativa (japonica cultivar-group) BAB86530 BAB92339 P0692C11.28/bHLH transcription factor-like /bHLH transcription factor-like
NP_918464 Oryza sativa (japonica cultivar-group) BAD45013 BAD45086 P0697C12.24/bHLH transcription-like /bHLH transcription-like
Smo_IND _4_1 Smo_IND_5_1
94 100 ——AAV85767 Zea mays AAV85768 barren stalk1/barren stalk1
L' L—NP_915332 Oryza sativa (japonica cultivar-group) Q7XAQ6 Oryza sativa BAC80247 Oryza sativa (japonica cultivar-group) BAD81850 P0446G04.16/LAX_ORYSA Transcription factor LAX PANICLE/transcription factor /transcription factor
AT5G01310 = NP_195751 CAB81914 transcription factor/putative protein
NP_922684 Oryza sativa (japonica cultivar-group) AAK55467 AAP54971 putative DNA-binding protein/putative DNA-binding protein /DNA-binding protein, putative
98 4T1 G09530 = NP_849626 NP_172424 080536 AAC33213 AAC95156 AAL55715 BAC41930 PIF3 (PHYTOCHROME INTERACTING FACTOR 3); DNA binding/transcription factor/transcription regulator /PIF3 (PHYTOCHROME INTERACTING FACTOR 3); DNA binding /transcription factor/
68 AAC99771 Arabidopsis thaliana phytochrome-associated protein 3
34 L CAD32238 Oryza sativa BP-5 protein
100 Smo_IND_20_1
57 Smo_IND_16_2
100 BADA43719 Arabidopsis thaliana putative bHLH transcription factor (0HLH073/ALCATRAZ)
I-—AT5G67110 =NP_201512 BAB10945 ALC (ALCATRAZ); DNA binding/transcription factor /Junnamed protein product
XP_468285 Oryza sativa (japonica cultivar-group) BAD19423 hypothetical protein/hypothetical protein
42 AAK98706 Oryza sativa (japonica cultivar-group) Putative SPATULA
BAD67851 Oryza sativa (japonica cultivar-group) basic helix-loop-helix protein SPATULA-like
92 5 AT4G02590 = NP_001031577 NP_567245 AAC78259 CAB80752 AAK32915 AAM10948 AAN28890 DNA binding/DNA binding /transcription factor /hypothetical protein /hypothetical protein /AT49g02590/T10P11_13 /putative bHLH transcription factor /At4g02590/T10P11_13
85 NP_909951 Oryza sativa (japonica cultivar-group) AAP44685 unknown protein/unknown protein
ABB16991 Solanum tuberosum unknown
100 87 XP_466283 Oryza sativa (japonica cultivar-group) BAD15821 putative bHLH transcription factor PTF1/putative bHLH transcription factor PTF1
AAO73566 Oryza sativa BAD35275 Oryza sativa (japonica cultivar-group) BAD35276 bHLH transcription factor PTF1/bHLH transcription factor PTF1 /putative bHLH transcription factor PTF1
T2G24260 = NP_180003 AAD03387 BAD44133 BAD44153 DNA binding/transcription factor /unknown protein /putative bHLH transcription factor (bHLH066) /putative bHLH transcription factor (0 HLH066)
opXP_468258 Oryza sativa (japonica cultivar-group) BAD19075 BAD 19276 basic helix-loop-helix (bHLH) -like/basic helix-loop-helix (bHLH) -like /basic helix-loop-helix (bHLH) -like
BAD72512 Oryza sativa (japonica cultivar-group) bHLH transcription factor PTF1-like
AT5G58010 = NP_200609 BAA97525 DNA binding/transcription factor /unnamed protein product
AAM10955 Arabidopsis thaliana putative bHLH transcription factor
'AT4G30980 = NP_194827 CAA18195 CAB79816 AAM10956 DNA binding/transcription factor /putative protein /putative protein /putative bHLH transcription factor
100 r—Ppa_IND_9_1
LPpa_IND_7_1
BAD46515 Oryza sativa (japonica cultivar-group) bHLH protein-like
72 61 XP_467423 Oryza sativa (japonica cultivar-group) BAD07489 BAD07771 bHLH protein-like/bHLH protein-like /oHLH protein-like
30 97 —|Z|:AT5G37800 = NP_198596 BAB10359 DNA binding/transcription factor /unnamed protein product
AT1G66470 = NP_176820 AAG51154 AAM91513 AAP13428 DNA binding/transcription factor /unknown protein /Junknown protein /At1966470
NP_908423 Oryza sativa (japonica cultivar-group) BAB39884 unknown protein/unknown protein
33 ABA99018 Oryza sativa (japonica cultivar-group) Helix-loop-helix DNA-binding domain, putative
54 r"—ABA94896 Oryza sativa (japonica cultivar-group) Helix-loop-helix DNA-binding domain, putative
XP_469883 Oryza sativa (japonica cultivar-group) AAL34136 putative transcription factor/putative transcription factor
AAT77048 Oryza sativa (japonica cultivar-group) putative transcription factor
54-AT4G33880 = NP_195114 CAA19870 CAB80105 AAM10959 AAO24569 DNA binding/transcription factor /putative protein /putative protein /putative bHLH transcription factor /At4g33880
AT2G14760 = NP_179083 CAE12171 transcription factor/putative bHLH084 transcription factor
XP_478937 Oryza sativa (japonica cultivar-group) BAC83262 BAD30932 transcription factor (bHLH)-like protein/transcription factor (bHLH)-like protein /transcription factor (bHLH)-like protein
ABA99756 Oryza sativa (japonica cultivar-group) Helix-loop-helix DNA-binding domain, putative
AT1G27740 = NP_564293 AAF24948 AAM62663 DNA binding/transcription factor /T22C5.19 /unknown
AT5G43175 = NP_680385 DNA binding/transcription factor
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53 AT2G34820 = NP_181028 AAC12822 AAM10945 AA092056 DNA binding/transcription factor /hypothetical protein /putative bHLH transcription factor /hypothetical protein
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100 I NP_917783 Oryza sativa (japonica cultivar-group) BAD61185 BAD61157 PO006C01.20/unknown protein /Junknown protein
| 93 ——XP_465240 Oryza sativa (japonica cultivar-group) XP_507475 XP_506788 BAD15700 unknown protein/PREDICTED P0572D06.2 gene product /PREDICTED P0572D06.2 gene product /unknown protein
L XP_463087 Oryza sativa (japonica cultivar-group) AAR06338 hypothetical protein/hypothetical protein
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