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NP_006187 Homo sapiens CAA82631 CAA55016 poly(rC) binding protein 1/sub2.3 /hnRNP-E1
CAA53546 Mus musculus BAD92062 Homo sapiens AAH97410 Rattus norvegicus BAE41029 Mus musculus BAE36444 AAI07689 Homo sapiens mCBP/poly(rC)-binding protein 2 isoform b variant /Pcbp2 protein /Junnamed protein product /unnamed protein product /PC

NP_067543 Mus musculus AAG09238 poly(rC) binding protein 3/alphaCP-3
AAH12061 Homo sapiens BAC04327 BAC28838 Mus musculus AAH42440 PCBP3 protein/unnamed protein product /Junnamed protein product /Pcbp3 protein

XP_391921 Apis mellifera PREDICTED: similar to ENSANGP00000002408
_|__|—_XP_557579 Anopheles gambiae str. PEST XP_315039 EAL40201 EAA10386 ENSANGP00000025834/ENSANGP00000002408 /ENSANGP00000025834 /ENSANGP00000002408
EAL31093 Drosophila pseudoobscura GA20351-PA

AT3G04610 = NP_187112 AAF04909 AAL49941 AAX51268 AAX51269 FLK; nucleic acid binding/putative RNA-binding protein /AT3g04610/F7018_9 /FLK /FLK

ABA99242 Oryza sativa (japonica cultivar-group) KH domain, putative
XP_463254 Oryza sativa (japonica cultivar-group) AAL31692 putative RNA binding protein/putative RNA binding protein

Ppa_HEN4b_3_1
I-—Ppa_HEN4b_2_1
AT4G26000 = NP_194330 CAB39665 CAB79455 AAL07137 AAM20510 AAM45112 nucleic acid binding/putative nucleic acid binding protein /putative nucleic acid binding protein /putative nucleic acid binding protein /putative nucleic acid binding protein /putat
_:NP_922754 Oryza sativa (japonica cultivar-group) AAG60186 AAP55041 putative nucleic acid binding protein/putative nucleic acid binding protein /nucleic acid binding protein, putative
Smo_HEN4b_13_1

AT4G18375 = NP_193572 NP_849406 P58223 T04533 CAA16717 CAB78839 AAM91635 AAN64172 nucleic acid binding/nucleic acid binding /Y4837_ARATH Putative nucleic acid binding protein At4g18375/T04533 hypothetical protein F28J12.30 - Arabidopsis thaliana/put
L—AT5G46190 = NP_199431 BAB08264 AAK32788 AAK64022 AAM44907 AAM62999 nucleic acid binding/unnamed protein product /AT5g46190/MCL19_25 /unknown protein /Junknown protein /unknown

Ppa_HEN4b_1_1
Smo_HEN4b_2_1

Smo_HEN4b_8_1 Smo_HEN4b_1_1
NP_922136 Oryza sativa (japonica cultivar-group) AAM92828 AAP54423 ABB47821 putative RNA-binding protein/putative RNA-binding protein /RNA-binding protein, putative /RNA-binding protein, putative

—AT5G 15270 = NP_197031 NP_851040 CAB89337 nucleic acid binding/nucleic acid binding /putative protein
XP_470715 Oryza sativa (japonica cultivar-group) AAL82529 putative nucleic acid binding protein/putative nucleic acid binding protein
_|_|_7AT1G141 70 = NP_001031044 NP_172869 AAD39302 AAP21251 nucleic acid binding/nucleic acid binding /Unknown protein /At1g14170

AAU90323 Solanum demissum AAW28569 putative KH domain containing protein/putative KH domain containing protein

AT5G53060 = NP_200118 BAA97146 AAL32764 AAP37761 nucleic acid binding/RNA-binding protein-like /RNA-binding protein-like /At5g53060

|—|_ BAD61631 Oryza sativa (japonica cultivar-group) putative HEN4
L NP_913556 Oryza sativa (japonica cultivar-group) unnamed protein product
AT1G51580 = NP_175569 AAG50879 AAG52626 AAP68215 nucleic acid binding/hypothetical protein /hypothetical protein; 15135-12645 /At1g51580
AT2G22600 = NP_850026 AAD15568 nucleic acid binding/putative RNA-binding protein
ABD28546 Medicago truncatula KH, type 1

_|_|— AT5G09560 = NP_196518 CAB89374 nucleic acid binding/putative protein
AT5G64390 = NP_974990 NP_201244 BAB09870 AAO37828 AA037829 HEN4 (HUA ENHANCER 4); nucleic acid binding/HEN4 (HUA ENHANCER 4); nucleic acid binding /Junnamed protein product /HEN4 /HEN4 isoform 2
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