
AT5G64390 = NP_974990 BAB09870 AAO37828 AAO37829 HEN4 (HUA ENHANCER 4); nucleic acid binding/HEN4 (HUA ENHANCER
AT5G09560 = NP_196518 CAB89374 nucleic acid binding/putative protein

NP_922158 Oryza sativa (japonica cultivar-group) AAL58282 AAP54445 putative membrane-associated protein/putative membrane-
ABD28546 Medicago truncatula KH, type 1

AT2G22600 = NP_850026 AAD15568 nucleic acid binding/putative RNA-binding protein
AT1G51580 = NP_175569 AAG50879 AAG52626 AAP68215 nucleic acid binding/hypothetical protein /hypothetical protein; 15135-1

NP_913556 Oryza sativa (japonica cultivar-group) unnamed protein product
AT5G53060 = NP_200118 BAA97146 AAL32764 AAP37761 nucleic acid binding/RNA-binding protein-like /RNA-binding protein-like

Smo_HEN4_3_1
Smo_HEN4_13_1 Smo_HEN4_2_1

AAU90323 Solanum demissum AAW28569 putative KH domain containing protein/putative KH domain containing protein
AT1G14170 = NP_001031044 AAD39302 AAP21251 nucleic acid binding/nucleic acid binding /Unknown protein /At1g1417

XP_470715 Oryza sativa (japonica cultivar-group) AAL82529 putative nucleic acid binding protein/putative nucleic acid bind
AT5G15270 = NP_851040 CAB89337 nucleic acid binding/nucleic acid binding /putative protein

NP_922136 Oryza sativa (japonica cultivar-group) AAM92828 AAP54423 ABB47821 putative RNA-binding protein/putative RNA-bind
AT5G46190 = NP_199431 BAB08264 AAK32788 AAK64022 AAM44907 AAM62999 nucleic acid binding/unnamed protein product /AT5g4619

AT4G18375 = NP_193572 P58223 T04533 CAA16717 CAB78839 AAM91635 AAN64172 nucleic acid binding/nucleic acid bindi
Ppa_HEN4_1_1

Smo_HEN4_5_1 Smo_HEN4_18_1
Ppa_HEN4_2_1

Ppa_HEN4_3_1
NP_922754 Oryza sativa (japonica cultivar-group) AAG60186 AAP55041 putative nucleic acid binding protein/putative nucleic

AT4G26000 = NP_194330 CAB39665 CAB79455 AAL07137 AAM20510 AAM45112 nucleic acid binding/putative nucleic acid binding pro
XP_463254 Oryza sativa (japonica cultivar-group) AAL31692 putative RNA binding protein/putative RNA binding protein
ABA99242 Oryza sativa (japonica cultivar-group) KH domain, putative

AT3G04610 = NP_187112 AAF04909 AAL49941 AAX51268 AAX51269 FLK; nucleic acid binding/putative RNA-binding protein /AT3g046
XP_391921 Apis mellifera PREDICTED: similar to ENSANGP00000002408

XP_557579 Anopheles gambiae str. PEST XP_315039 EAL40201 EAA10386 ENSANGP00000025834/ENSANGP00000002408 /ENSANGP0000002583
EAL31093 Drosophila pseudoobscura GA20351-PA

XP_419049 Gallus gallus PREDICTED: similar to Poly(rC)-binding protein 3 (Alpha-CP3)
XP_857832 Canis familiaris XP_857995 NP_001013241 Rattus norvegicus XP_857634 Canis familiaris XP_884012 Bos taurus X
XP_855699 Canis familiaris XP_855738 PREDICTED: similar to poly(rC) binding protein 2 (predicted) isoform 3/PREDICTED: sim

XP_538537 Canis familiaris NP_006187 Homo sapiens NP_035995 Mus musculus XP_575592 Rattus norvegicus NP_001015565 Bo
XP_708163 Danio rerio NP_001018567 AAH95089 PREDICTED: similar to Pcbp3 protein isoform 2/hypothetical protein LOC553765 /

XP_574735 Rattus norvegicus XP_848733 Canis familiaris NP_065389 Homo sapiens NP_001011945 Rattus norvegicus XP_53150
NP_067543 Mus musculus AAG09238 poly(rC) binding protein 3/alphaCP-3
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HEN4 (At5g64390): global tree
File name: HEN4.mltree0.svg
106 aa residues 36 OTU included.
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