FLK (AT3G04610): partial tree

File name: FLK.pt3a.svg

43 aa residues 36 OTU included.

Partial tree including Ppa_FLK_9_1 and Smo_FLK_1_1.

Assemble Job Id: JBUAOX

Tree job id: LOVWoy

BP values out of 100
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AT3G04610 = NP_187112 AAF04909 AAL49941 AAX51268 AAX51269 FLK; nucleic acid binding/putative RNA-binding protein /AT3g04610/F7018_9 /FLK /FLK

AT4G26000 = NP_194330 CAB39665 CAB79455 AAL07137 AAM20510 AAM45112 nucleic acid binding/putative nucleic acid binding protein /putative nucleic acid binding protein /putative nucleic acid binding protein /putative nucleic acid binding protein /putat
NP_922754 Oryza sativa (japonica cultivar-group) AAG60186 AAP55041 putative nucleic acid binding protein/putative nucleic acid binding protein /nucleic acid binding protein, putative

XP_463254 Oryza sativa (japonica cultivar-group) AAL31692 putative RNA binding protein/putative RNA binding protein

ABA99242 Oryza sativa (japonica cultivar-group) KH domain, putative

3} Smo_FLK_9 2 Smo_FLK_1_1
= |j|_-80 Ppa_FLK_18_1Ppa FLK 91 (Ppa FLK_9 has low quality region and does not have significant difference from Ppa_FLK_18)
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NP_921468 Oryza sativa (japonica cultivar-group) ABB47610 unknown protein/KH domain, putative

NP_957486 Danio rerio AAH45508 AAQ97827 AAH66603 poly(rC) binding protein 2/Poly(rC) binding protein 2 /poly(rC) binding protein 2 /Pcbp2 protein
84 NP_035172 Mus musculus CAA66619 poly(rC) binding protein 2/nuclear poly(C)-binding protein, splicevariant E
83 P_883985 Bos taurus XP_857951 Canis familiaris XP_883866 Bos taurus NP_006187 Homo sapiens NP_001029883 Bos taurus XP_884012 XP_857309 Canis familiaris XP_883927 Bos taurus XP_575592 Rattus norvegicus XP_538537 Canis familiaris NP_001

NP_001005451 Xenopus tropicalis CAB50743 Xenopus laevis AAH41241 CAD29864 AAH74565 Xenopus tropicalis AAH84195 Xenopus laevis CAJ82240 Xenopus tropicalis poly(rC) binding protein 2/hnRNP-E2 protein /Hnrnp-e2 protein /TPA: hnRNP-E2 b /Poly(rC)

89 XP_419049 Gallus gallus PREDICTED: similar to Poly(rC)-binding protein 3 (Alpha-CP3)
NP_067543 Mus musculus XP_531502 Pan troglodytes NP_001011945 Rattus norvegicus XP_574735 NP_065389 Homo sapiens P57722 Mus musculus P57721 Homo sapiens AAG09238 Mus musculus AAG09240 Homo sapiens AAH12061 BAC04327 BAC28838 Mus musculus
XP_533807 Canis familiaris XP_860240 XP_860380 XP_860317 XP_849987 PREDICTED: similar to Poly(rC)-binding protein 4 (Alpha-CP4) isoform 1/PREDICTED: similar to Poly(rC)-binding protein 4 (Alpha-CP4) isoform 5 /PREDICTED: similar to Poly(rC)-binding p
NP_002507 Homo sapiens QOQUNW9 AAB88661 AAC72355 AAD13116 neuro-oncological ventral antigen 2/NOVA2_HUMAN RNA-binding protein Nova-2 (Neuro-oncological ventral antigen 2) (Astrocytic NOVA1-like RNA-binding protein)/astrocytic NOVA-like RNA-binding pro

| EN

30 28 AT5G64390 = NP_974990 NP_201244 BAB09870 HEN4 (HUA ENHANCER 4); nucleic acid binding/HEN4 (HUA ENHANCER 4); nucleic acid binding /Junnamed protein product
75 l—AT5G461 90 = NP_199431 BAB08264 AAK64022 AAM44907 AAM62999 nucleic acid binding/unnamed protein product /Junknown protein /Junknown protein /Junknown
Q—AT4G18375 = NP_193572 NP_849406 P58223 T04533 CAA16717 CAB78839 AAM91635 AAN64172 nucleic acid binding/nucleic acid binding /Y4837_ARATH Putative nucleic acid binding protein At4g18375/T04533 hypothetical protein F28J12.30 - Arabidopsis thaliana/put
92 XP_480563 Oryza sativa (japonica cultivar-group) BAD03220 putative KH domain protein/putative KH domain protein
NP_913556 Oryza sativa (japonica cultivar-group) BAD81267 unnamed protein product/HEN4 -like
18 NP_922136 Oryza sativa (japonica cultivar-group) AAM92828 AAP54423 ABB47821 putative RNA-binding protein/putative RNA-binding protein /RNA-binding protein, putative /RNA-binding protein, putative
7 AT1G14170 = NP_001031044 NP_172869 AAD39302 AAP21251 nucleic acid binding/nucleic acid binding /Unknown protein /At1g14170
6 31 XP_470715 Oryza sativa (japonica cultivar-group) AAL82529 putative nucleic acid binding protein/putative nucleic acid binding protein

| I AT5G15270 = NP_197031 NP_851040 CAB89337 nucleic acid binding/nucleic acid binding /putative protein

3 100 rAAW28569 Solanum demissum putative KH domain containing protein
|— LAAU90323 Solanum demissum putative KH domain containing protein

8 19 Ppa_FLK 2 1
21 I Smo_FLK_3_1
16 94 I AT5G53060 = NP_200118 BAA97146 AAL32764 AAP37761 nucleic acid binding/RNA-binding protein-like /RNA-binding protein-like /At5g53060

L BAD61631 Oryza sativa (japonica cultivar-group) putative HEN4
AT1G51580 = NP_175569 AAG50879 AAG52626 AAP68215 nucleic acid binding/hypothetical protein /hypothetical protein; 15135-12645 /At1g51580
56 XP_762056 Ustilago maydis 521 EAK86854 hypothetical protein UM05909.1/hypothetical protein UM05909.1
4|L| XP_331629 Neurospora crassa XP_963814 Neurospora crassa N150 EAA34578 Neurospora crassa CAE76284 hypothetical protein/hypothetical protein /hypothetical protein /related to hnRNP protein E2
NP_587684 Schizosaccharomyces pombe 972h- CAA21234 Schizosaccharomyces pombe hypothetical protein SPCC757.09¢/SPCC757.09¢
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