
EAS02386 Tetrahymena thermophila SB210 HSA family protein
AAP31846 Tetrahymena thermophila Brg1p

AT5G19310 = NP_197432 ATP binding/ATP-dependent helicase/DNA binding /helicase/nucleic acid binding
AT3G06010 = NP_187252 AAF23228 ATP binding/ATP-dependent helicase/DNA binding /helicase/nucleic acid binding /putative tr

AAU90202 Oryza sativa (japonica cultivar-group) putative transcriptional regulator
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XP_859981 Canis familiaris XP_860704 XP_860406 XP_850159 NP_620614 Homo sapiens XP_859774 Canis familiaris XP_860636 XP
S45251 Homo sapiens BAA05142 S45251 SNF2alpha protein - human/transcriptional activator hSNF2a
XP_860667 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860367 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860337 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860229 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860094 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_533537 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860267 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860127 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860507 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860206 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860308 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860059 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_860170 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
P51531 Homo sapiens CAA51407 SMCA2_HUMAN Probable global transcription activator SNF2L2 (ATP-dependent helicase SMARCA2) (S
XP_579138 Rattus norvegicus PREDICTED: hypothetical protein XP_579138
NP_035546 Mus musculus AAH75641 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, m
NP_001004446 Rattus norvegicus AAT67217 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfam

BAE27845 Mus musculus unnamed protein product
NP_990470 Gallus gallus CAA62832 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a,

XP_702569 Danio rerio PREDICTED: hypothetical protein XP_697477
NP_997881 Danio rerio AAH60676 phasmid Socket Absent PSA-4, homolog of SWI2/SNF2-related matrix-associated actin-dependent

XP_867703 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_867722 Canis familiaris PREDICTED: similar to SWI/SNF-related matrix-associated actin-dependent regulator of chromatin
XP_867743 Canis familiaris XP_867807 XP_867769 XP_533915 XP_867832 XP_867815 XP_867713 XP_867793 XP_867753 XP_867851 XP_867
NP_035547 Mus musculus XP_343359 Rattus norvegicus CAD43278 AAH79560 Mus musculus BAE36034 BAE27821 BAE39059 SWI/SNF r
NP_990390 Gallus gallus CAA62831 BRG1 protein/BRG1 protein

NP_853634 Danio rerio AAP22968 AAP22969 SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfam
AAV91782 Xenopus laevis Brg1
AAX08100 Xenopus laevis Brg1

XP_624270 Apis mellifera PREDICTED: similar to ENSANGP00000013716
XP_311484 Anopheles gambiae str. PEST EAA07201 ENSANGP00000013716/ENSANGP00000013716

NP_536746 Drosophila melanogaster NP_730089 NP_536745 NP_730088 P25439 AAA19661 AAF49557 AAM11376 AAN11773 AAN11774 AAF4955
CAE62008 Caenorhabditis briggsae Hypothetical protein CBG06016

XP_501321 Yarrowia lipolytica CLIB122 CAG81616 hypothetical protein/unnamed protein product
XP_503184 Yarrowia lipolytica CLIB122 CAG81384 hypothetical protein/unnamed protein product

AAQ75381 Pichia angusta global transcription activator Snf2p
NP_014933 Saccharomyces cerevisiae 1718318A P22082 CAA40969 AAA35059 BAA14423 CAA61793 CAA99517 Catalytic subunit of the 1

XP_449556 Candida glabrata CBS 138 CAG62532 hypothetical protein CAGL0M04807g/unnamed protein product
XP_720068 Candida albicans SC5314 XP_719938 EAL01078 EAL01212 DNA helicase/DNA helicase /hypothetical protein CaO19.239 /h

XP_446743 Candida glabrata CBS 138 CAG59670 unnamed protein product/unnamed protein product
XP_659882 Aspergillus nidulans FGSC A4 EAA64389 hypothetical protein AN2278.2/hypothetical protein AN2278.2

XP_754000 Aspergillus fumigatus Af293 EAL91962 RSC complex subunit Sth1/RSC complex subunit (Sth1), putative
XP_387482 Gibberella zeae PH-1 EAA77539 hypothetical protein FG07306.1/hypothetical protein FG07306.1

XP_369873 Magnaporthe grisea 70-15 hypothetical protein MG06388.4
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