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100 XP_813116 Trypanosoma cruzi strain CL Brener EAN91265 Trypanosoma cruzi helicase/helicase, putative
100 — |

XP_829137 Trypanosoma brucei TREU927 EAN80025 Trypanosoma brucei SNF2 DNA repair protein/SNF2 DNA repair protein, putative
L CAJ09491 Leishmania major helicase, putative

EAR81720 Tetrahymena thermophila SB210 SNF2 family N-terminal domain containing protein

99

XP_695146 Danio rerio CAlI20655 PREDICTED: similar to yeast INO80-like protein/novel protein

100

XP_627205 Cryptosporidium parvum lowa || EAK89483 Cryptosporidium parvum Swr1p like SWI/SNF2 family ATpase /Swr1p like SWI/SNF2 family ATpase with a HSA domain at the N-terminus probably involved in chromatin remodelling
100 r—XP_953641 Theileria annulata strain Ankara CAI72963 Theileria annulata DEAD-box family helicase/DEAD-box family helicase, putative
73 L_XP_766653 Theileria parva strain Muguga EAN34370 Theileria parva ATP-dependent helicase/ATP-dependent helicase, putative
93 100 —XP_728905 Plasmodium yoelii yoelii str. 17XNL EAA20470 Plasmodium yoelii yoelii hypothetical protein PY01180/DOMINO B-related

L——NP_704355 Plasmodium falciparum 3D7 CAD51174 ATP-dependant helicase, putative/ATP-dependant helicase, putative
AAL29689 Toxoplasma gondii Snf2-related chromatin remodeling factor SRCAP
100 | XP_761632 Ustilago maydis 521 Q4P328 Ustilago maydis EAK86418 Ustilago maydis 521 hypothetical protein UM05485.1/SWR1_USTMA Helicase SWR1/hypothetical protein UM05485.1

XP_568005 Cryptococcus neoformans var. neoformans JEC21 Q5K8T2 Filobasidiella neoformans EAL18964 Cryptococcus neoformans var. neoformans B-3501A AAW46488 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein/SWR1_CRYNE Helicase SW
XP_385927 Gibberella zeae PH-1 Q41AK7 Gibberella zeae EAA75826 Gibberella zeae PH-1 hypothetical protein FG05751.1/SWR1_GIBZE Helicase SWR1 /hypothetical protein FG05751.1
-T:EXPQSSSOZ Neurospora crassa N150 XP_322851 Neurospora crassa Q7S133 EAA29066 hypothetical protein/hypothetical protein /SWR1_NEUCR Helicase swr-1 /hypothetical protein

100

EAQ82885 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_11061

100 XP_365481 Magnaporthe grisea 70-15 hypothetical protein MG02183.4

|

92

85

BAE64379 Asperqgillus oryzae unnamed protein product
XP_746695 Aspergillus fumigatus Af293 Q4WAS9 Aspergillus fumigatus EAL84657 Aspergillus fumigatus Af293 SNF2 family helicase/ATPase Swr1 /SWR1_ASPFU Helicase swr1 /SNF2 family helicase/ATPase (Swr1), putative
59 8 XP_456051 Kluyveromyces lactis NRRL Y-1140 Q6CJ38 Kluyveromyces lactis CAG98759 Kluyveromyces lactis NRRL Y-1140 unnamed protein product/SWR1_KLULA Helicase SWR1/unnamed protein product
100 @3_010621 Saccharomyces cerevisiae Q05471 AAB64770 Swi2/Snf2-related ATPase, component of the SWR1 complex; required for the incorporation of Htz1p into chromatin; Swrip /SWR1_YEAST Helicase SWR1 (Swi2/Snf2-related 1) /Ydr334wp
XP_449396 Candida glabrata CBS 138 Q6FK48 Candida glabrata CAG62372 Candida glabrata CBS 138 hypothetical protein CAGLOMO01188g/SWR1_CANGA Helicase SWR1/unnamed protein product
91 87 ———NP_984405 Eremothecium gossypii Q759G7 AAS52229 Ashbya gossypii ATCC 10895 ADR309Wp/SWR1_ASHGO Helicase SWR1/ADR309Wp
98 100 ——XP_461349 Debaryomyces hansenii CBS767 Q6BKC2 Debaryomyces hansenii CAG89755 Debaryomyces hansenii CBS767 hypothetical protein DEHAOF24618g/SWR1_DEBHA Helicase SWR1/unnamed protein product
L—_XP_713128 Candida albicans SC5314 XP_713174 Q59U81 Candida albicans EAK94011 Candida albicans SC5314 EAK94057 putative RNA helicase/putative RNA helicase /SWR1_CANAL Helicase SWR1/hypothetical protein Ca019.1871 /hypothetical protein Ca019.9427
XP_502425 Yarrowia lipolytica CLIB122 Q6CA87 Yarrowia lipolytica CAG80613 Yarrowia lipolytica CLIB122 hypothetical protein/SWR1_YARLI Helicase SWR1 /unnamed protein product
NP_001018297 Schizosaccharomyces pombe 972h- 013682 Schizosaccharomyces pombe CAB11180 hypothetical protein SPAC11E3.01c/SWR1_SCHPO Helicase swr1/SPAC11E3.01c
100 {NP_726065 Drosophila melanogaster NP_788424 NP_524833 AAL13882 AAM70870 AAM70871 AAM70872 domino CG9696-PD, isoform D/domino CG9696-PE, isoform E /domino CG9696-PA, isoform A /LD35434p /CG9696-PD, isoform D /CG9696-PA, isoform A /CG9696-PE, isoform E
100 LAAF82185 Drosophila melanogaster AAK53539 helicase DOMINO A/DOMINO B
sk q:XP_?ﬂ 6223 Anopheles gambiae str. PEST EAA11849 ENSANGP00000017802/ENSANGP00000017802
1 XP_396786 Apis mellifera PREDICTED: similar to CG9696-PD, isoform D

95—XP_682346 Aspergillus nidulans FGSC A4 Q5ARK3 Emericella nidulans EAA61910 Aspergillus nidulans FGSC A4 hypothetical protein AN9077.2/SWR1_EMENI Helicase swr1/hypothetical protein AN9077.2
100 | E
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XP_782493 Strongylocentrotus purpuratus PREDICTED: similar to CG9696-PD, isoform D

L:XP_S%QOO Canis familiaris NP_006653 Homo sapiens XP_341933 Rattus norvegicus XP_486009 Mus musculus XP_900051 AAD39760 Homo sapiens BAA20768 BAC87237 PREDICTED: similar to Snf2-related CBP activator protein/Snf2-related CBP activator protein
CAGO00637 Tetraodon nigroviridis unnamed protein product

NP_056224 Homo sapiens Q96L91 AAK97789 E1A binding protein p400/EP400_HUMAN E1A-binding protein p400 (p400 kDa SWI2/SNF2-related protein) (Domino homolog) (hDomino) (CAG repeat protein 32) (Trinucleotide repeat-containing gene 12 protein)/p400 SWI2/S
100 100

NP_083613 Mus musculus Q8CHI8 BAC45253 BAC45254 BAC32913 Domino/EP400_MOUSE E1A-binding protein p400 (p400 kDa SWI2/SNF2-related protein) (Domino homolog) (mDomino)/mDomino /mDomino-S /unnamed protein product
XP_222251 Rattus norvegicus PREDICTED: similar to mDomino
100 I:XP7618510 Bos taurus XP_878064 XP_878269 XP_869516 XP_878374 PREDICTED: similar to Domino isoform 1/PREDICTED: similar to Domino isoform 4 /PREDICTED: similar to E1A binding protein p400 isoform 5 /PREDICTED: similar to E1A binding protein p400 (p400

XP_543352 Canis familiaris PREDICTED: similar to E1A binding protein p400 (p400 kDa SWI2/SNF2-related protein) (Domino homolog) (hDomino) (CAG repeat protein 32) (Trinucleotide repeat-containing gene 12 protein)
100 —NP_499654 Caenorhabditis elegans AAS65429 CAC35851 yeast Swi2/Snf2-Like family member (ssl-1) /Swi/Snf family ATPase /Hypothetical protein Y111B2A.22

<t

L_CAE57522 Caenorhabditis briggsae Hypothetical protein CBG00497

T XP_647182 Dictyostelium discoideum AX4 EAL73272 Dictyostelium discoideum SNF2-related domain-containing protein/myb domain-containing protein

99 Smo_CHR13Pie1_29_1 —Smo_CHR13Pie1_1_1 (pt1)
| 100 EPpa_CHR13Pie1_1_1

100 Ppa_CHR13Pie1_3_1

ﬂ:@_467230 Oryza sativa (japonica cultivar-group) BADO7677 putative photoperiod independent early flowering1/putative photoperiod independent early flowering1
AT3G12810 = NP_187887 BAB02425 AAP40633 PIE1 (PHOTOPERIOD-INDEPENDENT EARLY FLOWERING 1); ATP binding/ATP-dependent helicase/DNA binding /helicase/nucleic acid binding /helicase-like protein /photoperiod independent early flowering1
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