ALTERED PHLOEM DEVELOPMENT (APL)

Alignment File name: APL.300.136.nx

88 aa residues 84 OTU included.

Tree job id: D31090
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NP_849905 = AT1G79430 Q9SAK5 AAD30233 BAH19446 Arabidopsis thaliana APL (ALTERED PHLOEM DEVELOPMENT); transcription factor/transcription regulator /APL_ARATH RecName: Full=Myb family transcription factor APL; Short=AtAPL; AltName: Full=Protein AL
P_002265800 CAN76008 Vitis vinifera CAO64949 _unnamed_protein_product_ PREDICTED:/
AAV85474 Populus tomentosa myb family transcription factor-related protein

NP_001058301 BAF20215 Oryza sativa Japonica Group EAZ01991 _hypothetical_protein_Osl_023223_ EAZ37924 _hypothetical_protein_OsJ_021407_ Os06g0664800/0s06g0664800
NP_001046045 BAD26189 BAF07959 Oryza sativa Japonica Group Os02g0174000/myb family transcription factor-like /0s02g0174000

NP_187879 = AT3G12730 BAB02417 AAL50101 AAN28855 Arabidopsis thaliana myb family transcription factor/unnamed protein product /AT3g12730/MBK21_9 /At3g12730/MBK21_9
746 CAN77686 Vitis vinifera CAO48914 _unnamed_protein_product
NP_001061604 BAC75446 BAD03149 BAF23518 BAG96300 EEE68538 Oryza sativa Japonica Group Os08g0346400/transfactor-like /transfactor-like /0s08g0346400 /unnamed protein product /OsJ_26993
S 917 —NP_567408 = AT4G13640 NP_001031626 AAM65307 BAE98586 Arabidopsis thaliana UNE16 (unfertilized embryo sac 16); transcription factor/UNE16 (unfertilized embryo sac 16); transcription factor /transfactor, putative /
1g_r—NP_566744 = AT3G24120 NP_974356 AAK91372 AAM16202 AAM65964 Arabidopsis thaliana myb family transcription factor/myb family transcription factor /AT3g24120/MUJ8_3 /AT39g24120/MUJ8_3 /transfactor, putative
900 ABK94861 Populus trichocarpa unknown
199 EAO43550 _unnamed_protein_product_
37 XP_001776157 EDQ59068 Physcomitrella patens subsp. patens predicted protein/predicted protein
—E(PJOWGQGO EDQ73982 Physcomitrella patens subsp. patens predicted protein/predicted protein
469 XP_001759507 EDQ75809 Physcomitrella patens subsp. patens predicted protein/predicted protein
245 887 XP_001758535 EDQ76513 Physcomitrella patens subsp. patens predicted protein/predicted protein
424 2pXP_001754178 EDQ81079 Physcomitrella patens subsp. patens predicted protein/predicted protein
XP_001757346 EDQ77831 Physcomitrella patens subsp. patens predicted protein/predicted protein
L _XP_001754451 EDQ80901 Physcomitrella patens subsp. patens predicted protein/predicted protein
154 536 jgi|Selmo1_35907_gw1.41.229.1 jgi|Selmo1_417629_fgenesh2_pg.C_scaffold_35000102
1 I—jgilSeImo1 _149357_estExt_Genewise1.C_230216 jgi|Selmo1_155847_estExt_Genewise1.C_580177
301 NP_001061880 BAD10625 BAG91893 Oryza sativa Japonica Group EAZ07098 _hypothetical_protein_Osl_028330_ Os08g0434700/putative transfactor /Junnamed protein product
570 NP_001077798 = AT1G69580 NP_177117 AAF24605 ABL66772 Arabidopsis thaliana transcription factor/transcription factor /AC021046_3 transfactor, putative; 28697-27224 /At1969580
CAO48371 _unnamed_protein_product_
444 NP_001055886 BAF17800 Oryza sativa Japonica Group EAY98498 Oryza sativa Indica Group Os05g0488600/0s05g0488600 /Osl_20411
7238IP_850842 = AT5G18240 NP_974797 AAKO01148 Arabidopsis thaliana MYR1 (MYb-related protein 1); transcription factor/MYR1 (MYb-related protein 1); transcription factor /AF291817_1 MYR1
557 821??_974799 = AT5G18240 Arabidopsis thaliana MYR1 (MYb-related protein 1); transcription factor
733 835 P_197325 = AT5G18240 NP_974798 BAB09482 AAK68818 AAO30084 Arabidopsis thaliana MYR1 (MYb-related protein 1); transcription factor/MYR1 (MYb-related protein 1); transcription factor /transfactor-like protein /transfactor-like protein /transfacto
63NP_187053 = AT3G04030 AAL67103 AAN28854 Arabidopsis thaliana myb family transcription factor/AT3g04030/T11118_14 /At3g04030/T11118_14
299 ﬁFNP_QMZW = AT3G04030 Arabidopsis thaliana myb family transcription factor
7] P_001118567 = AT3G04030 AAF05867 Arabidopsis thaliana myb family transcription factor/AC011698_18 transfactor-like
471 NP_001060674 BAC83815 BAF22588 EEE67838 Oryza sativa Japonica Group EAZ05182 _hypothetical_protein_Osl|_026414_ EAZ41132 _hypothetical_protein_OsJ_024615_ Os07g0685300/transfactor-like protein /Os07g0685300 /OsJ_25625
7 EAY89836 Oryza sativa Indica Group Osl_11384
NP_001049984 ABF95708 BAF11898 EAZ26768 Oryza sativa Japonica Group Os03g0325500/transfactor, putative, expressed /0s03g0325500 /OsJ_10679
680 NP_199371 = AT5G45580 BAB11197 Arabidopsis thaliana transcription factor/unnamed protein product
856 I CAO50003 _unnamed_protein_product_
704 CAEO03471 Oryza sativa Japonica Group CAH67850 Oryza sativa Indica Group OSJNBa0083N12.9/B0403H10-OSIGBa0105A11.2
I:NP7001047838 BADO07516 BAD07887 BAF09752 EAZ24296 BAG86997 Oryza sativa Japonica Group EAY87186 Oryza sativa Indica Group Os02g0700300/phosphate starvation response regulator-like /phosphate starvation response regulator-like /0s02g0700300 /OsJ
CAO50139 _unnamed_protein_product_
XP_001700553 AAD55941 AAD55945 EDO97997 Chlamydomonas reinhardtii phosphorus starvation response 1 protein, transcriptional regulator/AF174532_1 regulatory protein of P-starvation acclimation response Psr1 /AF174480_1 phosphate starvation regulato
368 122 485 CAO67198 _unnamed_protein_product_
97 961 NP_196298 = AT5G06800 BAB09814 AAT06477 BAE98755 Arabidopsis thaliana myb family transcription factor/unnamed protein product /At5g06800 /
233 CAN83224 Vitis vinifera CAO23378 _unnamed_protein_product_
NP_001054178 CAE03585 BAF16092 EEE61857 Oryza sativa Japonica Group CAH65981 EAY95949 Oryza sativa Indica Group EAZ32321 _hypothetical_protein_OsJ_015804_ Os04g0665600/0SJNBa0087024.8 /0s04g0665600 /OsJ_16532 /H1005F08.10 /Osl_17820
1000 —igilSelmo1_270428_estExt_fgenesh1_kg.C_40035
309 Ljgi|Selmo1_228335_fgenesh1_kg.C_scaffold_27000008
NP_001048493 BAD21666 BAD22405 Oryza sativa Japonica Group 0s02g0814500/putative CDPK substrate protein 1; CSP1 /putative CDPK substrate protein 1; CSP1
654 484 NP_179630 = AT2G20400 BAC42929 AAP04104 Arabidopsis thaliana myb family transcription factor/unknown protein /unknown protein
98 AAF32350 Mesembryanthemum crystallinum AF219972_1 CDPK substrate protein 1
P NP_001050006 ABF95748 BAF11920 BAG88728 BAG98784 EEE58994 Oryza sativa Japonica Group Os03g0329900/myb-like DNA-binding domain, SHAQKYF class family protein, expressed /0s03g0329900 /unnamed protein product /unnamed protein product /OsJ_10705
BAC84294 BAD30836 BAG94425 BAF21429 Oryza sativa Japonica Group EEC81946 Oryza sativa Indica Group EAZ03687 _hypothetical_protein_Osl_024919_ EAZ39617 _hypothetical_protein_OsJ_023100_ putative CDPK substrate protein 1/putative CDPK substrate pr
1 976 NP_187095 = AT3G04450 AAF63776 BAC43227 AAO63416 Arabidopsis thaliana transcription factor/transfactor, putative /putative transfactor /At3g04445
80 I:NP7851090 = AT5G29000 NP_568512 NP_001078629 AAM61707 AAK76617 AAN86177 Arabidopsis thaliana myb family transcription factor/myb family transcription factor /myb family transcription factor /transfactor, putative /Junknown protein /unknown prote
181 415 CAO44634 _unnamed_protein_product_
6 NP_194590 = AT4G28610 CAB81449 CAC59689 AAL91179 AAN72198 Arabidopsis thaliana PHR1 (PHOSPHATE STARVATION RESPONSE 1); transcription factor/putative protein /phosphate starvation response regulator 1 /putative protein /putative protein
1 BAA75684 Nicotiana tabacum WERBP-1
CAO40570 _unnamed_protein_product_
338 CANG9684 Vitis vinifera
409 984 ——ABL86247 Brassica rapa subsp. chinensis MYBogu
- 533 L—NP_566442 = AT3G13040 NP_974298 AAK92826 BAB02514 AAM20308 Arabidopsis thaliana myb family transcription factor/myb family transcription factor /Junknown protein /transfactor-like protein /Junknown protein
850 CAN64238 Vitis vinifera CAO41770 _unnamed_protein_product_
4 NP_001058503 BAD54045 BAF20417 BAG90678 BAG87524 EEE66318 Oryza sativa Japonica Group EAZ02279 _hypothetical_protein_Osl_023511_ EAZ38203 _hypothetical_protein_OsJ_021686_ Os069g0703900/putative transfactor /Os06g0703900 /unnamed protein product
NP_001045841 BAD10540 BAF07755 EAZ21684 BAG89629 Oryza sativa Japonica Group EAY84410 Oryza sativa Indica Group Os02g0139000/putative transfactor /Os02g0139000 /OsJ_05314 /unnamed protein product /Osl_05784
jgi|Selmo1_416566_fgenesh2_pg.C_scaffold_31000081 jgi|Selmo1_442062_estExt_fgenesh2_pg.C_210180
jgi|Selmo1_405399_fgenesh2_pg.C_scaffold_3000622 jgi|Selmo1_447260_estExt_fgenesh2_pg.C_870073
353 7_21|:CAO18311 _unnamed_protein_product_
771 ABD28665 Medicago truncatula Peptidase M22, glycoprotease; Homeodomain-related
579 932 L—AAU06822 Triticum aestivum MYB transcription factor
NP_001055910 AAT69646 BAF17824 BAG88190 BAG91367 Oryza sativa Japonica Group EAZ34775 _hypothetical_protein_OsJ_018258_ Os05g0491500/unknown protein /Os05g0491500 /unnamed protein product /Junnamed protein product
47 jgi|Selmo1_57477_gw1.23.864.1 jgi|Selmo1_47417_gw1.58.387.1
NP_001061605 BAC75447 BAD03152 Oryza sativa Japonica Group EAZ06657 Oryza sativa Indica Group Os08g0346500/putative transfactor /putative transfactor /Osl_28909
NP_001062813 BAD33181 BAD32994 BAF24727 BAG95971 Oryza sativa Japonica Group EAZ08518 _hypothetical_protein_Osl_029750__>gi|125605100|gb|EAZ44136.1| Os0990299200/putative transfactor /putative transfactor /0s0990299200 /unnamed protein product
NP_001058045 BAD35632 BAD35475 BAF19959 BAG92659 Oryza sativa Japonica Group ACN85200 Oryza glaberrima Os06g0609500/putative transfactor /putative transfactor /Os06g0609500 /unnamed protein product /MYB-CC type transfactor
CANG66505 Vitis vinifera BAE46413 Solanum tuberosum NP_178216 = AT2G01060 AAF18654 AAK48977 AAM61299 AAN15332Arabidopsis thaliana/MYB-CC type transfactor /myb family transcription factor /transfactor-like protein /AF370550_1 transfactor-like
XP_001777737 XP_001780003 EDQ55212 EDQ57399 Physcomitrella patens subsp. patens predicted protein/predicted protein /predicted protein /predicted protein
jgi|Selmo1_438638_estExt_fgenesh2_pg.C_30617 jgi|Selmo1_447259_estExt_fgenesh2_pg.C_870072
jgi|Selmo1_423505_fgenesh2_pg.C_scaffold_62000012
621 XP_001769210 EDQ65922 Physcomitrella patens subsp. patens predicted protein/predicted protein
4' 975 —XP_001784147 EDQ51071 Physcomitrella patens subsp. patens predicted protein/predicted protein
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L———XP_001771891 EDQ63320 Physcomitrella patens subsp. patens predicted protein/predicted protein

XP_001769216 EDQ65928 Physcomitrella patens subsp. patens predicted protein/predicted protein
XP_001763338 EDQ71868 Physcomitrella patens subsp. patens predicted protein/predicted protein
—XP_001765287 EDQ70015 Physcomitrella patens subsp. patens predicted protein/predicted protein

LXP_001781557 EDQ53608 Physcomitrella patens subsp. patens predicted protein/predicted protein
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