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XP_646638 Dictyostelium discoideum AX4 EAL72731 Dictyostelium discoideum hypothetical protein DDB0201990/hypothetical protein DDB0201990
5 Smo_ATFIM1_15_1
100 rSmo_ATFIM1_2_1

29 64 LSmo_ATFIM1_16_1
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100 Ppa_ATFIM1_2_1
Ppa_ATFIM1_1_1
100 XP_467498 Oryza sativa (japonica cultivar-group) BAD12861 BAD12911 putative fimbrin/putative fimbrin /putative fimbrin
AAC49813 Triticum aestivum fimbrin/plastin-like
98 AT2G04750 = NP_178552 AAD22331 unknown protein/putative fimbrin
4 AT5G35700 = NP_198420 Q9FKI0 BAB09267 AAK76454 AAN13139 unknown protein/FIMIB2_ARATH Fimbrin-like protein 2/fimbrin /putative fimbrin protein /putative fimbrin protein
85 9 AT5G55400 = NP_200351 Q9FJ70 BAB08557 calcium ion binding/FIMB3_ARATH Putative fimbrin-like protein 3/fimbrin
—MO:NP_‘IQMOO NP_001031726 1PXY 1PXY Q7G188 AAB97843 AAC39359 CAB36516 CAB79525 ATFIM1; actin binding/calcium ion binding /ATFIM1; actin binding /calcium ion binding /A Chain A, Crystal Structure Of The Actin-Crosslinking Core Of Arabidopsis
AAB97846 Arabidopsis thaliana fimbrin 1
9 XP_466449 Oryza sativa (japonica cultivar-group) BAD17449 BAD17501 putative fimbrin 1/putative fimbrin 1 /putative fimbrin 1
@18680 Oryza sativa (japonica cultivar-group) BAD73234 fimbrin-like protein (actin binding motif)/putative plastin 3
AT5G48460 = NP_199657 AAC49919 AAB97844 AAB97847 BAA96966 BAD44609 unknown protein/fimbrin-like protein AtFim2 /fimbrin 2 /fimbrin 2 /fimbrin 2 /fimbrin 2

90

2

XP_642432 Dictyostelium discoideum AX4 EAL68445 Dictyostelium discoideum hypothetical protein DDB0205524/hypothetical protein DDB0205524

14070_Cre

93

100

BAAB88953 Tetrahymena thermophila EAR99487 Tetrahymena thermophila SB210 fimbrin/fimbrin-like 71 K protein

3 XP_455968 Kluyveromyces lactis NRRL Y-1140 CAG98676 unnamed protein product/unnamed protein product

5 NP_010414 Saccharomyces cerevisiae P32599 1802390A CAA45346 CAA88210 Fimbrin, actin-bundling protein; cooperates with Scp1p (calponin/transgelin) in the organization and maintenance of the actin cytoskeleton; Sac6p /FIMB_YEAST Fimbrin (ABP67) /180239
100 XP_445058 Candida glabrata CBS 138 CAG57958 unnamed protein product/unnamed protein product

L——NP_986734 Eremothecium gossypii AAS54558 Ashbya gossypii ATCC 10895 AGR069Cp/AGR069Cp

100

L:XFLSWS% Cryptococcus neoformans var. neoformans JEC21 EAL18536 Cryptococcus neoformans var. neoformans B-3501A AAW45828 Cryptococcus neoformans var. neoformans JEC21 hypothetical protein CNJ01680/hypothetical protein CNBJ1780 /hypothetical prot
XP_760915 Ustilago maydis 521 EAK86148 hypothetical protein UM04768.1/hypothetical protein UM04768.1

CAE68269 Caenorhabditis briggsae Hypothetical protein CBG 13946

64 LEP_SQQZSO Apis mellifera PREDICTED: similar to ENSANGP00000011155

XP_309626 Anopheles gambiae str. PEST EAA05335 ENSANGP00000011155/ENSANGP00000011155
NP_728073 Drosophila melanogaster NP_728074 NP_523385 AAC06256 AAF48722 AAL39487 AAN09438 AAN09439 EAL31671Drosophila pseudoobscura Fimbrin CG8649-PC, isoform C/Fimbrin CG8649-PD, isoform D /Fimbrin CG8649-PA, isoform A /fimbrin /CG8649-PA, isofor

0.100

NP_001002326 Danio rerio AAH76470 hypothetical protein LOC436598/Hypothetical protein LOC436598
XP_791377 Strongylocentrotus purpuratus PREDICTED: similar to CG8649-PA, isoform A

-P54680 Dictyostelium discoideum AAA75489 FIMB_DICDI Fimbrin/fimbrin
LXP_642085 Dictyostelium discoideum AX4 EAL68100 Dictyostelium discoideum fimbrin/fimbrin



