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EAL32515 Drosophila pseudoobscura GA13122-PA
4'__[AAM48468 Drosophila melanogaster RH61354p

NP_726723 Drosophila melanogaster NP_569900 NP_726724 CAA21052 AAF45601 AAN09040 AAF45600 Dishevelled Associated Activator of Morphogenesis CG14622-PC, isoform C/Dishevelled Associated Activator of Morphogenesis CG14622-PA, isoform A /Dishevelled Ass
- XP_553282 Anopheles gambiae str. PEST XP_307797 XP_319518 EAL39102 EAA14658 EAA03583 ENSANGP00000025654/ENSANGP00000013541 /ENSANGP00000002049 /ENSANGP00000025654 /ENSANGP00000002049 /ENSANGP00000013541

XP_788329 Strongylocentrotus purpuratus PREDICTED: similar to Disheveled associated activator of morphogenesis 1

XP_638143 Dictyostelium discoideum AX4 CAG38079 Dictyostelium discoideum EAL64632 actin-binding protein/diaphanous-related formin dDia2 /actin-binding protein

Smo_AtFH18fh2_30_1 Smo_AtFH18fh2_7_1
Smo_AtFH18fh2_20_1

10.000

Ppa_AtFH18fh2_17_1

_|:NP_919611 Oryza sativa (japonica cultivar-group) AAL31655 Oryza sativa AAM08709 Oryza sativa (japonica cultivar-group) AAP51898 unknown protein/Unknown protein /Unknown protein /transposon protein, putative, CACTA, En/Spm sub-class

AT1G31810 = NP_174461 DNA binding/DNA-directed RNA polymerase/actin binding
BAB11453 Arabidopsis thaliana unnamed protein product
AT5G07650 = NP_196382 BAB11443 actin binding/unnamed protein product
_|:I-\T5G07760 = NP_196393 BAB11455 actin binding/unnamed protein product
———AT5G07780 = NP_196395 BAB09942 BAD94830 actin binding/unnamed protein product /putative protein

L AT5G07770 = NP_196394 actin binding

XP_478998 Oryza sativa (japonica cultivar-group) BAC55695 putative diaphanous homologue/putative diaphanous homologue
XP_468248 Oryza sativa (japonica cultivar-group) BAD19266 diaphanous homologue-like/diaphanous homologue-like

_L—

XP_481245 Oryza sativa (japonica cultivar-group) BAC99403 BAC99532 putative diaphanous 1/putative diaphanous 1 /putative diaphanous 1
AT5G58160 = NP_200624 BAA96907 actin binding/unnamed protein product

_| I—AT3G32400 = NP_189774 actin binding
AT2G25050 = NP_180077 actin binding



