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100 I XP_762475 Ustilago maydis 521 EAK82957 hypothetical protein UM06328.1/hypothetical protein UM06328.1
EAL19635 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBG2630

3 92 XP_392874 Apis mellifera PREDICTED: similar to ENSANGP00000025516
100 EAL28867 Drosophila pseudoobscura GA18583-PA
100 jAAY84896 Drosophila melanogaster LP04448p

NP_732105 Drosophila melanogaster CAB55772 AAF55269 mini spindles CG5000-PA/microtubule associated protein /CG5000-PA
CAF93042 Tetraodon nigroviridis unnamed protein product
100 100 rAAG34914 Xenopus laevis AAG34915 microtubule associated protein XMAP215 isoform M/microtubule associated protein XMAP215 isoform Z

LCAB61894 Xenopus laevis Microtubule Associated Protein 215 kDa (XMAP215)

P_861459 Canis familiaris XP_861547 XP_850474 XP_533193 XP_861490 PREDICTED: similar to colonic and hepatic tumor over-expressed protein isoform b isoform 4/PREDICTED: similar to colonic and hepatic tumor over-expressed protein isoform a isoform 6 /

100LNP_001008938 Homo sapiens NP_055571 Q14008 CAA63212 BAA07892 colonic and hepatic tumor over-expressed protein isoform a/colonic and hepatic tumor over-expressed protein isoform b /CKAP5_HUMAN Cytoskeleton-associated protein 5 (Colonic and hepatic tum
NP_083713 Mus musculus AAH96422 cytoskeleton associated protein 5/Cytoskeleton associated protein 5

CAB56504 Dictyostelium discoideum microtubule-associated protein CP224

98

124

Smo_MOR1_6_2 (pt1) --> 9871_Cre
64 Smo_MOR1_3_3 Smo_MOR1_7_1

100 Ppa_MOR1_13_3
100 Ppa_MOR1_17_1
Smo_MOR1_3_3 and Smo_MOR1_7_1 are likely allelic - o . . . . . ) . ) . .
based on nucleic acid sequence. |%EBAD82707 Oryza sativa (japonica cultivar-group) BAD82281 putative microtubule bundling polypeptide TMBP200/putative microtubule bundling polypeptide TMBP200

[}

BAB88648 Nicotiana tabacum microtubule bundling polypeptide TMBP200
Relationship between Smo_MOR1_7_1 in this tree and AT2G35630 = NP_565811 AAK59871 AAM94170 MOR1 (MICROTUBULE ORGANIZATION 1)/microtubule organization 1 protein /MOR1/GEM1
Smo_MOR1_6_2 in pti:
This tree is constracted using C-terminus sequence of -
proteins. Smo_MOR1_7_1 is C-terminus half only, and 0.100
Smo_MOR1_6_2 is N-terminus only. No overlap was
found between these two sequences, but log file
indicated these two contigs are linked by 7 clones. So,
we regard that Smo_MOR1_7_1 and Smo_MOR1_6_2 are
derived from the same gene.



