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AT3G17600 = NP_188387 Q8H174 BAB02050 AAL06933 AAN18112 AAT67086 IAA31; transcription factor/IAA31_ARATH Auxin-responsive protein IAA31 (Indoleacetic acid-induced protein 31) /Junnamed protein product /AT3g17600/MKP6_15 /At3g17600/MKP6_15 /IAA31
Smo_IAA31_11_1
15 99 | ARSI

I&:XP_4741 60 Oryza sativa

(japonica cultivar-group) CAE01546 CAE03553 OSJNBa0060D06.19/0SJNBb0022F16.1 /OSJNBa0060D06.19

AT2G46990 = NP_182222 024410 AAB84357 AAC34236 AAK15547 BAC41909 IAA20; transcription factor/IAA20_ARATH Auxin-responsive protein IAA20 (Indoleacetic acid-induced protein 20)/IAA20 /auxin-induced protein (IAA20) /auxin-induced protein IAA20 /putativ
AT3G62100 = NP_191769 Q9M1R4 CAB71870 AAT67085 IAA30; transcription factor/IAA30_ARATH Putative auxin-responsive protein IAA30 (Putative indoleacetic acid-induced protein 30) /auxin-induced protein homolog /IAA30

XP_467542 Oryza sativa (japonica cultivar-group) Q6Z5M0 Oryza sativa BAD13028 Oryza sativa (japonica cultivar-group) putative aux/IAA protein /IAA8_ORYSA Auxin-responsive protein IAA8 (Indoleacetic acid-induced protein 8)/putative aux/IAA protein
NP_908451 Oryza sativa (japonica cultivar-group) Q59AF4 Oryza sativa CAF28456 Oryza sativa (indica cultivar-group) unnamed protein product/IAA4_ORYSA Auxin-responsive protein IAA4 (Indoleacetic acid-induced protein 4)/putative IAA20 transcription
CAC84707 Populus tremula x Populus tremuloides aux/IAA protein

AC84708 Populus tremula x Populus tremuloides aux/IAA protein

AT4G28640 = NP_194593 Q38829 AAC49052 CAB81452 AAG48761 AAM20521 AAN15580 BAC42989 IAA11; transcription factor/IAA11_ARATH Auxin-responsive protein IAA11 (Indoleacetic acid-induced protein 11)/IAA11 /early auxin-inducible protein 11 (IAA11) /early a
54 —AT2G33310 = NP_850205 NP_180889 Q38831 AAC49054 AAB80649 AAG48763 AAM61745 AAO64809 IAA13; transcription factor/IAA13; transcription factor /IAA13_ARATH Auxin-responsive protein IAA13 (Indoleacetic acid-induced protein 13)/IAA13/auxin regulated prot

AT1G04550 = NP_171949 Q38830 AAC49053 AAB80631 AAG48762 AAL38716 AAM20185 AAM65588 IAA12 (BODENLOS); transcription factor/IAA12_ARATH Auxin-responsive protein IAA12 (Indoleacetic acid-induced protein 12) (BODENLOS protein)/IAA12 /Match to Arabidopsi
CACB84709 Populus tremula x Populus tremuloides aux/IAA protein

XP_468411 Oryza sativa (japonica cultivar-group) XP_468410 XP_507049 Q59AA1 Oryza sativa BAD21523 Oryza sativa (japonica cultivar-group) BAD21524 BAD22024 BAD22025 putative aux/IAA protein /putative aux/IAA protein /PREDICTED P0643F09.36-2 gene p
Q5W670 Oryza sativa AAV44038 Oryza sativa (japonica cultivar-group) IAA18_ORYSA Auxin-responsive protein IAA18 (Indoleacetic acid-induced protein 18)/unknown protein

99 ——P0C130 Oryza sativa ABA92105 Oryza sativa (japonica cultivar-group) IAA28_ORYSA Putative auxin-responsive protein IAA28 (Indoleacetic acid-induced protein 28)/auxin-induced protein IAA14
58 | L-P0OC131 Oryza sativa ABA92106 Oryza sativa (japonica cultivar-group) IAA29 ORYSA Putative auxin-responsive protein IAA29 (Indoleacetic acid-induced protein 29)/auxin-induced protein IAA18
5 19 POC129 Oryza sativa ABA92104 Oryza sativa (japonica cultivar-group) IAA27_ORYSA Auxin-responsive protein IAA27 (Indoleacetic acid-induced protein 27)/AUX/IAA family
11 99

1=

L AT1G15050 = NP_172959 Q9C5X0 AAG50091 CAD30209 IAA34; transcription factor/IAA34_ARATH Auxin-responsive protein IAA34 (Indoleacetic acid-induced protein 34)/IAA34 /putative auxin-induced protein 29
P0OC128 Oryza sativa Q69TU6 BAD35731 Oryza sativa (japonica cultivar-group) IAA25_ORYSA Auxin-responsive protein IAA25 (Indoleacetic acid-induced protein 25)/IAA22_ORYSA Auxin-responsive protein IAA22 (Indoleacetic acid-induced protein 22)/putative a

AT1G51950 = NP_175607 T52144 024408 AAB84355 AAF99863 AAK56252 AAL06962 AAM65943 AAT67081 IAA18; transcription factor/T52144 auxin-induced protein IAA18 /IAA18_ARATH Auxin-responsive protein IAA18 (Indoleacetic acid-induced protein 18) /IAA18 /IAA18

XP_476071 Oryza sativa (japonica cultivar-group) POC127 Oryza sativa putative auxin-responsive protein IAA18/IAA16_ORYSA Auxin-responsive protein IAA16 (Indoleacetic acid-induced protein 16)
NP_914544 Oryza sativa (japonica cultivar-group) Q9LG86 Oryza sativa BAA99424 Oryza sativa (japonica cultivar-group) P0O710E05.9/IAA2_ORYSA Auxin-responsive protein IAA2 (Indoleacetic acid-induced protein 2)/putative auxin-induced protein IAA18
NP_916039 Oryza sativa (japonica cultivar-group) Q8LQ74 Oryza sativa BAB91924 Oryza sativa (japonica cultivar-group) putative phytochrome-associated protein/IAA6_ORYSA Auxin-responsive protein IAA6 (Indoleacetic acid-induced protein 6)/putative A

XP_464766 Oryza sativa (japonica cultivar-group) Q6H543 Oryza sativa BAD25870 Oryza sativa (japonica cultivar-group) BAD26156 putative aux/IAA protein /IAA7_ORYSA Auxin-responsive protein IAA7 (Indoleacetic acid-induced protein 7)/putative aux/IA

19—

AT1G04100 = NP_171906 Q38828 AAC49051 AAC16750 AAG48760 IAA10; transcription factor/IAA10_ARATH Auxin-responsive protein IAA10 (Indoleacetic acid-induced protein 10)/IAA10 /Match to IAA10 protein gb|U18412 from A. thaliana. /IAA10
AAV50046 Saccharum hybrid cultivar auxin-induced protein

AAD50278 Glycine max auxin-induced protein ali50
CAC84710 Populus tremula x Populus tremuloides aux/IAA protein

——AAM21317 Populus tremula x Populus tremuloides auxin-regulated protein

P13089 Glycine max AAA33945 AUX28_SOYBN Auxin-induced protein AUX28/auxin-regulated protein (Aux28)
CAH59413 Plantago major auxin resistance protein

CACB84711 Populus tremula x Populus tremuloides aux/|AA protein

AT4G14550 = NP_193191 Q38832 AAC49055 CAB46059 CAB78497 AAG50096 IAA14 (SOLITARY ROOT); transcription factor/IAA14_ARATH Auxin-responsive protein IAA14 (Indoleacetic acid-induced protein 14) (SOLITARY-ROOT protein)/IAA14/IAA7 like protein /IAA7 like
P0OC132 Oryza sativa ABA99793 Oryza sativa (japonica cultivar-group) IAA30_ORYSA Auxin-responsive protein IAA30 (Indoleacetic acid-induced protein 30)/aux/IAA protein

o

4

D.
AAD32146 Nicotiana tabacum AAD32147 Nt-iaa28 deduced protein/Nt-iaa4.1 deduced protein

ﬁL—AT3604730 = NP_187124 024407 AAB84353 AAF04899 AAG48764 AAK53004 AAM64751 AAN38694 IAA16; transcription factor/IAA16_ARATH Auxin-responsive protein IAA16 (Indoleacetic acid-induced protein 16) /IAA16 /auxin-induced protein /auxin-induced protein IAA
' AAM9I6891 Mirabilis jalapa auxin-responsive protein IAA1; MjAux/IAA1

82 CAEQ0638 Triticum aestivum |1AA1 protein

CAC80823 Oryza sativa (indica cultivar-group) putative IAA1 protein

P_469684 Oryza sativa (japonica cultivar-group) XP_469685 Q7Y1Y5 Oryza sativa CAD91549 Oryza sativa (indica cultivar-group) AAR87294 Oryza sativa (japonica cultivar-group) AAR87295 putative auxin-responsive protein (with alternative splicing)/
Q5Z749 Oryza sativa BAD61890 Oryza sativa (japonica cultivar-group) IAA21_ORYSA Auxin-responsive protein IAA21 (Indoleacetic acid-induced protein 21)/putative auxin-regulated protein

NP_913504 Oryza sativa (japonica cultivar-group) Q75GB1 Oryza sativa Q5NB25 AAS98482 Oryza sativa (japonica cultivar-group) AAT93852 BAD81283 BAD81331 unnamed protein product/IAA17_ORYSA Auxin-responsive protein IAA17 (Indoleacetic acid-induced p
96

Q6AT33 Oryza sativa AAT85102 Oryza sativa (japonica cultivar-group) IAA19_ORYSA Auxin-responsive protein IAA19 (Indoleacetic acid-induced protein 19)/unknown protein

NP_916891 Oryza sativa (japonica cultivar-group) Q59AF3 Oryza sativa BAB93328 Oryza sativa (japonica cultivar-group) CAF28457 Oryza sativa (indica cultivar-group) OJ1117_G01.11/IAA5_ORYSA Auxin-responsive protein IAA5 (Indoleacetic acid-induced
CAD10639 Nicotiana tabacum |IAA9 protein
531 68—CAI77628 Lycopersicon esculentum AAZ20313 Aux/IAA protein /AUX/IAA protein

AM29182 Solanum tuberosum ABB55368 Aux/IAA protein /Aux/IAA protein-like

BAA85821 Cucumis sativus CAC84706 Populus tremula x Populus tremuloides AAL92850 Vitis vinifera Aux/IAA protein /aux/IAA protein /Aux/IAA protein

AAB70005 Glycine max GH1 protein

AAM12952 Zinnia elegans auxin-regulated protein
] AAP44406 Pinus taeda auxin-induced protein 3

43 |*CAC85936 Pinus pinaster AAP44405 Pinus taeda putative auxin induced transcription factor Aux/IAA /auxin-induced protein 2
AAP44408 Pinus taeda auxin-induced protein 5

AAP44407 Pinus taeda auxin-induced protein 4
AAP44404 Pinus taeda auxin-induced protein 1
L CAD30274 Gossypium hirsutum |IAA16 protein

XP_468970 Oryza sativa (japonica cultivar-group) Q75GKO0 Oryza sativa AAS07281 Oryza sativa (japonica cultivar-group) AAU89153 putative auxin-responsive protein/IAA11_ORYSA Auxin-responsive protein IAA11 (Indoleacetic acid-induced protein 11)/puta

AAQ74955 Gossypium barbadense Gbiaa-Re

24542 Vigna radiata var. radiata 024543 BAA20848 Vigna radiata BAA20849 AX22D_PHAAU Auxin-induced protein 22D (Indole-3-acetic acid-induced protein ARG 13)/AX22E_PHAAU Auxin-induced protein 22E (Indole-3-acetic acid-induced protein ARG14) /Aux22d /A
AAD32145 Nicotiana tabacum Nt-iaa4.5 deduced protein
CAC84712 Populus tremula x Populus tremuloides aux/IAA protein

26
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o

P32293 Vigna radiata var. radiata BAA03308 Vigna radiata AX22A_PHAAU Auxin-induced protein 22A (Indole-3-acetic acid-induced protein ARG3)/ORF

P13088 Glycine max AAA33944 AUX22_SOYBN Auxin-induced protein AUX22/auxin-regulated protein (Aux22)
g L——P49680 Pisum sativum CAA48300 CAA48299 |IAA6_PEA Auxin-induced protein IAA6/auxin-induced protein /auxin-induced protein
84 AT4G14560 = NP_193192 P49677 AAA16569 CAB10235 CAB78498 AAM91648 BAD44309 IAA1 (INDOLE-3-ACETIC ACID INDUCIBLE); transcription factor/IAA1_ARATH Auxin-responsive protein IAA1 (Indoleacetic acid-induced protein 1)/auxin-responsive protein/auxin-respo
AT3G23030 = NP_188943 P49678 AAA16570 AAB97164 BAB02094 AAG48756 IAA2; transcription factor/IAA2_ARATH Auxin-responsive protein IAA2 (Indoleacetic acid-induced protein 2) /auxin-responsive protein/auxin-responsive protein IAA2 /auxin-responsive prot
AT5G43700 = NP_199183 P33077 CAA37526 AAA16571 BAB11297 AAO64788 ATAUX2-11; transcription factor/lIAA4_ARATH Auxin-responsive protein IAA4 (Indoleacetic acid-induced protein 4) (Auxin-induced protein AUX2-11) /Aux2-11 protein /auxin-responsive protei
AT1G04240 = NP_171920 Q38822 AAC49045 AAB70452 AAG48757 AAL36363 SHY2 (SHORT HYPOCOTYL 2); transcription factor/IAA3_ARATH Auxin-responsive protein IAA3 (Indoleacetic acid-induced protein 3) (Short hypocotyl) (Suppressor of HY2)/IAA3 /Match to Arabi
8 AAL55414 Antirrhinum majus auxin-induced AUX/IAA1
BAA85822 Cucumis sativus Aux/IAA protein
———AT1G80390 = NP_178155 Q9C966 AAG52443 CAD29668 IAA15; transcription factor/IAA15_ARATH Auxin-responsive protein IAA15 (Indoleacetic acid-induced protein 15)/unknown protein; 50222-49300 /putative auxin-induced protein 21
4 51 XP_468971 Oryza sativa (japonica cultivar-group) Q75GK1 Oryza sativa AAS07279 Oryza sativa (japonica cultivar-group) putative auxin-induced protein/IAA12_ORYSA Auxin-responsive protein IAA12 (Indoleacetic acid-induced protein 12)/putative auxin-i
— (16 2 POC133 Oryza sativa ABA99794 Oryza sativa (japonica cultivar-group) IAA31_ORYSA Auxin-responsive protein IAA31 (Indoleacetic acid-induced protein 31)/AUX/IAA family
61 XP_476878 Oryza sativa (japonica cultivar-group) Q6ZL57 Oryza sativa BAC83117 Oryza sativa (japonica cultivar-group) putative auxin-induced protein/lAA24_ORYSA Auxin-responsive protein IAA24 (Indoleacetic acid-induced protein 24)/putative auxin-i
51 NP_909949 Oryza sativa (japonica cultivar-group) Q7Y1H8 Oryza sativa AAP44680 Oryza sativa (japonica cultivar-group) putative auxin-induced protein/lAA14_ORYSA Auxin-responsive protein IAA14 (Indoleacetic acid-induced protein 14)/putative auxin-i
1 AAB35432 Lycopersicon esculentum LeAux=Arabidopsis auxin-regulated protein homolog
AAD32143 Nicotiana tabacum Nt-iaa2.5 deduced protein
AAD32142 Nicotiana tabacum Nt-iaa2.3 deduced protein
37 Q69VEO Oryza sativa BAD33041 Oryza sativa (japonica cultivar-group) IAA23_ORYSA Auxin-responsive protein IAA23 (Indoleacetic acid-induced protein 23)/putative iaa4.1 deduced protein
91 -XP_550382 Oryza sativa (japonica cultivar-group) Q5VRD1 Oryza sativa BAD67830 Oryza sativa (japonica cultivar-group) BAD67992 putative Nt-iaa4.1 deduced protein/lAA1_ORYSA Auxin-responsive protein IAA1 (Indoleacetic acid-induced protein 1)/putati
Q6AT10 Oryza sativa AAT77358 Oryza sativa (japonica cultivar-group) IAA15_ORYSA Auxin-responsive protein IAA15 (Indoleacetic acid-induced protein 15)/unknown protein
49 Q652A1 Oryza sativa BAD46366 Oryza sativa (japonica cultivar-group) I1AA26_ORYSA Auxin-responsive protein IAA26 (Indoleacetic acid-induced protein 26)/putative Auxin-induced protein
P32294 Vigna radiata var. radiata BAA03309 Vigna radiata AX22B_PHAAU Auxin-induced protein 22B (Indole-3-acetic acid-induced protein ARG4)/ORF
P49679 Pisum sativum CAA48297 CAA48298 |IAA4_PEA Auxin-induced protein IAA4/auxin-induced protein /auxin-induced protein
1] 53 AT1G52830 = NP_175692 Q38824 AAC49047 AAG52268 AAG53996 IAAG; transcription factor/IAA6_ARATH Auxin-responsive protein IAA6 (Indoleacetic acid-induced protein 6)/IAA6/putative IAA6 protein; 42631-41742 /IAA6
@15540 = NP_188173 024409 AAB84356 AAF35420 BAB02383 AAT67082 ABD42984 IAA19; transcription factor/IAA19_ARATH Auxin-responsive protein IAA19 (Indoleacetic acid-induced protein 19) (MASSUGU2 protein) /IAA19 /early auxin-induced protein, IAA19 /au
BAA85820 Cucumis sativus Aux/IAA protein
48 Ppa_IAA31_4 1
46 3 _|—Ppa_IAA31_9_1 BAB71765 Physcomitrella patens BAB71766 IAA/AUX protein /IAA/AUX protein
90 Smo_IAA31_22_1
4 [Smo_iAA31 7 2
55 Smo_IAA31_21_1 Smo_IAA31_6_1
Smo_lAA31_9_1 Smo_IAA31_5_1
XP_468283 Oryza sativa (japonica cultivar-group) Q6K846 Oryza sativa AAK98708 Oryza sativa (japonica cultivar-group) BAD19421 proliferating cell nuclear antigen/lAA9_ORYSA Auxin-responsive protein IAA9 (Indoleacetic acid-induced protein 9)/Putati
XP_550358 Oryza sativa (japonica cultivar-group) Q5VRRO Oryza sativa BAD67602 Oryza sativa (japonica cultivar-group) BAD67865 proliferating cell nuclear antigen-like/IAA20_ORYSA Auxin-responsive protein IAA20 (Indoleacetic acid-induced protein 20
5233_Cre
ABC69714 Nicotiana tabacum ARF2-like protein
Ppa_IAA31_8_1
63 XP_466861 Oryza sativa (japonica cultivar-group) BAD23727 putative auxin response factor 10/putative auxin response factor 10
08 33 83 —|—XP7473206 Oryza sativa (japonica cultivar-group) CAD41455 CAE05633 OSJNBb0061C13.15/0SJNBa0019D11.3 /OSINBb0061C13.15
— NP_922010 Oryza sativa (japonica cultivar-group) AAK21342 AAP54297 putative transcription factor/putative transcription factor /transcription factor, putative
36 83 AAF04627 Arabidopsis thaliana auxin response factor 10
40 T&iWamoz Q9SKN5 AAD20695 AAG54000 AAK17141 ARF10; transcription factor/ARFJ_ARATH Auxin response factor 10/unknown protein /auxin response factor 10 /unknown protein
35 26 BAB85919 Oryza sativa BAD45570 Oryza sativa (japonica cultivar-group) BAD46040 auxin response factor 10/putative auxin response factor 10 /putative auxin response factor 10
85 AT4G30080 = NP_567841 Q93YR9 T08984 CAB43843 CAB81001 AAL24140 AAM14137 ARF16; transcription factor/ARFP_ARATH Auxin response factor 16/T08984 auxin response factor 7 homolog F6G3.110 - Arabidopsis thaliana/transcription factor-like protein /transcr
93 Smo_IAA31_30_1 Smo_IAA31_28_1
2'::3mo_lAA31_25_1 Smo_IAA31_29 _1
AAY 17065 Polytrichum juniperinum m-160-2_1
————AAY 17064 Polytrichum juniperinum m-160-1_1
61 AT2G46530 = NP_182176 NP_973701 NP_001031548 Q9ZPY6 AAD20164 AAM15267 AAT67075 ARF11 (AUXIN RESPONSE FACTOR 11); transcription factor/ARF11 (AUXIN RESPONSE FACTOR 11); transcription factor /ARF11 (AUXIN RESPONSE FACTOR 11); transcription factor /ARF
AT3G61830 = NP_567119 Q9C5W9 CAB71113 AAG50095 AAL24094 AAL49929 AAM14331 ARF18; transcription factor/ARFR_ARATH Auxin response factor 18/auxin response factor-like protein /auxin response factor ARF18 /auxin response factor ARF18 /AT3g61830/F15G16_
Q9FX25 Arabidopsis thaliana AAG12520 ARFM_ARATH Putative auxin response factor 13/Similar to Auxin response factor 9
13 60 ] AT1G34390 = NP_174699 Q9C8N7 AAG51894 AAT67080 ARF22; transcription factor/ARFV_ARATH Putative auxin response factor 22/auxin response factor, putative; 53188-50111 /ARF22
AT1G35540 = NP_174786 Q9LQE8 AAF79371 ARF14; transcription factor/ARFN_ARATH Putative auxin response factor 14/F1504.37
34 AT1G34310 = NP_174691 Q9XID4 AAD39615 AAT67076 ARF12; transcription factor/ARFL_ARATH Putative auxin response factor 12/Similar to gb|AF082176 auxin response factor 9 from Arabidopsis thaliana/ARF12
50 AT1G35520 = NP_174784 Q9LQE3 AAF79360 ARF15; transcription factor/ARFO_ARATH Putative auxin response factor 15/F1504.42
AT1G34410 = NP_174701 NP_174758 Q9C8N9 Q9C7I9 AAF79263 AAG51458 AAG51897 AAT67079 ARF21; transcription factor/ARF20; transcription factor /ARFU_ARATH Putative auxin response factor 21/ARFT_ARATH Putative auxin response factor 20/F12K21.26 /hypotheti
AT4G23980 = NP_194129 NP_001031706 Q9XED8 AAB63625 AAD24427 CAB43898 CAB81316 AAK06863 BAD94156 ARF9 (AUXIN RESPONSE FACTOR 9); transcription factor/ARF9 (AUXIN RESPONSE FACTOR 9) /ARFI_ARATH Auxin response factor 9/auxin inducible protein isolog /a
CAC83756 Oryza sativa (japonica cultivar-group) AAG43286 Oryza sativa (indica cultivar-group) ABA93992 Oryza sativa (japonica cultivar-group) auxin response factor 1/putative auxin response factor 1 /Auxin response factor, putative
34 ———ABA98246 Oryza sativa (japonica cultivar-group) ABA98247 Auxin response factor, putative/Auxin response factor, putative
30 87 CAG30068 Brassica napus putative auxin response factor
3

0.100

AT5G62000 = NP_851244 NP_974980 NP_201006 Q94JM3 AAC49752 BAB10162 AAG53999 CAD29696 CAD30210 AAN31923 AAT67071 BAD93891 BAD93897 BAD93959 BAD93968 BAD93985 BAD94058 ARF2 (AUXIN RESPONSE FACTOR 2); transcription factor/ARF2 (AUXIN RESPONSE FACTOR 2)
- AAP06759 Mangifera indica auxin response factor-like protein

ABC69711 Lycopersicon esculentum auxin response factor 2

NP_914881 Oryza sativa (japonica cultivar-group) BAB85913 Oryza sativa BAD88200 Oryza sativa (japonica cultivar-group) auxin response factor 2/auxin response factor 2 /putative auxin response factor
Smo_I|AA31_4 1

o7 Ppa_IAA31_11_1
—E:PpaJAAm _10_1
16

Ppa_lAA31_7_1

AT5G20730 = NP_568400 NP_851046 NP_851047 P93022 AAB92474 AAB84358 AAD04807 AAD02218 AAF71831 AAL85006 AAG35177 AAT67073 NPH4 (NON-PHOTOTROPHIC HYPOCOTYL); transcription factor/NPH4 (NON-PHOTOTROPHIC HYPOCOTYL); transcription factor /NPH4 (NON-PHOTO
BAD19061 Cucumis sativus auxin response factor 1

XP_483368 Oryza sativa (japonica cultivar-group) BAB85917 Oryza sativa BAD09704 Oryza sativa (japonica cultivar-group) BAD10439 auxin response factor 7b/auxin response factor 7b /auxin response factor 7b /auxin response factor 7b
L:BABSSQ% Oryza sativa BAD54030 Oryza sativa (japonica cultivar-group) BAD53792 auxin response factor 7a/putative auxin response factor 7a /putative auxin response factor 7a
q X

P_464101 Oryza sativa (japonica cultivar-group) BAD10267 putative auxin response factor 7a/putative auxin response factor 7a
82 rAAZ81522 Gossypium arboreum auxin response factor 2
5 —={

BAD19062 Cucumis sativus auxin response factor 2
43 Smo_IAA31_13_1 Smo_IAA31_14_1
Smo_IAA31_10_1 Smo_IAA31_12_1

AT1G19220 = NP_173356 Q8RYC8 AAF82232 CAD29695 AAG35176 AAT67078 AAB91321 ARF19; transcription factor/ARFS_ARATH Auxin response factor 19 (Auxin-responsive protein IAA22)/Contains similarity to a non-phototropic hypocotyl 4 (NPH4) protein from Arabi
7 45

1

4 XP_474238 Oryza sativa (japonica cultivar-group) BAB85912 Oryza sativa CAE04850 Oryza sativa (japonica cultivar-group) OSJNBa0084K01.22/Arabidopsis Monopteros-like protein /OSJNBa0084K01.22
9 _|7_4_|—_AAO14628 Prunus persica hypothetical transcription factor
AT1G19850 = NP_173414 G86331 P93024 AAB92476 AAC39410 AAC60794 AAG12546 AAG50094 AAN72061 AAP68244 MP (MONOPTEROS); transcription factor/G86331 IAA24 /ARFE_ARATH Auxin response factor 5 (Transcription factor MONOPTEROS) (Auxin-responsive protein IAA
42 Ppa_IAA31_2_1
—@_IAAN_GJ
0 20 Ppa_IAA31 3 1
94 Ppa_IAA31_13_1 Ppa_IAA31856865458 1
_-LEAA31_5_1 Ppa_IAA31_12_1
Smo_IAA31_17_1 Smo_IAA31_18_2

Smo_IAA31_16_1 Smo_IAA31_20_1
BAD19064 Cucumis sativus auxin response factor 4

XP_464221 Oryza sativa (japonica cultivar-group) XP_506725 BAD25169 BAD25545 putative auxin response transcription factor(ARF6)/PREDICTED OJ1661_C12.26 gene product /putative auxin response transcription factor(ARF6) /putative auxin response transcri
BAD45527 Oryza sativa (japonica cultivar-group) BAD45924 putative auxin response factor/putative auxin response factor

BAB85915 Oryza sativa ABA99400 Oryza sativa (japonica cultivar-group) auxin response factor 6b/auxin response factor 6b

AAN16891 Mirabilis jalapa auxin-responsive factor protein

90QAT1G30330 = NP_174323 NP_001031115 Q9ZTX8 AAD01513 AAG51093 AAT67072 ARF6 (AUXIN RESPONSE FACTOR 6); transcription factor/ARF6 (AUXIN RESPONSE FACTOR 6) /ARFF_ARATH Auxin response factor 6/ARF6 /auxin response factor 6 (ARF6) /ARF6
BAD19063 Cucumis sativus auxin response factor 3

AT5G37020 = NP_198518 Q9FGV1 AAD02219 BAB08972 AAT67074 ARF8 (AUXIN RESPONSE FACTOR 8); transcription factor/ARFH_ARATH Auxin response factor 8/auxin response factor 8 /auxin responsive transcription factor /ARF8
Smo_IAA31724382626_1 Smo_IAA31_24 1

XP_474307 Oryza sativa (japonica cultivar-group) BAB85918 Oryza sativa CAE03604 Oryza sativa (japonica cultivar-group) OSJNBb0004A17.5/auxin response factor 8 /OSJNBb0004A17.6
Ppa_IAA31_1_1
= Smo_IAA31_2 1
56 Smo_IAA31_23_1
52 Smo_IAA31_15_1
Smo_IAA31719903344_1
_IAA31_1_1
Smo_IAA31_3_1
Smo_IAA31_27_1
94 BAD19065 Cucumis sativus auxin response factor 5
4E°BD33064 Medicago truncatula Transcriptional factor B3
12

34

AT5G60450 = NP_200853 Q9ZTX9 AAD01512 BAB08228 AAK06864 AAL87308 AAM45025 ABC69715 Lycopersicon esculentum ARF4 (AUXIN RESPONSE FACTOR 4); transcription factor/ARFD_ARATH Auxin response factor 4/auxin response factor 4 /auxin response factor 4 /au
NP_913562 Oryza sativa (japonica cultivar-group) BAB85920 Oryza sativa BAD81271 Oryza sativa (japonica cultivar-group) unnamed protein product/auxin response factor 16 /putative auxin response factor 20
XP_466220 Oryza sativa (japonica cultivar-group) BAD16420 putative auxin-responsive factor (ARF1)/putative auxin-responsive factor (ARF1)

XP_472625 Oryza sativa (japonica cultivar-group) CAE02512 CAE04227 P0076017.10/P0076017.10 /OSJNBa0064D20.11

AT1G59750 = NP_001031208 NP_849830 NP_176184 Q8L7G0 AAC49751 AAD39318 AAM91657 AA022577 ARF1 (AUXIN RESPONSE FACTOR 1); transcription factor/ARF1 (AUXIN RESPONSE FACTOR 1); transcription factor /ARF1 (AUXIN RESPONSE FACTOR 1); transcription factor /
AAZ81521 Gossypium barbadense auxin response factor 1

AT5G57420 = NP_200552 Q9FKM7 BAB08779 AAT67088 IAA33; transcription factor/IAA33_ARATH Putative auxin-responsive protein IAA33 (Putative indoleacetic acid-induced protein 33) /Junnamed protein product /IAA33

——AT2G01200 = NP_973390 Q8RYC6 AAD14520 CAD30211 AAT67087 IAA32/IAA32_ARATH Auxin-responsive protein IAA32 (Indoleacetic acid-induced protein 32) /putative auxin-induced protein /putative auxin-induced protein 31 /IAA32

AT3G16500 = NP_188271 Q8LAL2 AAC99772 BAB01149 AAG48765 AAK62393 AAL66917 AAM65282 AAG48758 PAP1 (PHYTOCHROME-ASSOCIATED PROTEIN 1); transcription factor/IAA26_ARATH Auxin-responsive protein IAA26 (Indoleacetic acid-induced protein 26) (Phytochrome-

AT5G25890 = NP_568478 Q9XFMO0 AAD34019 AAD40120 AAN17404 AAN72186 AAT67083 IAA28 (IAA-ALANINE RESISTANT 2); transcription factor/IAA28_ARATH Auxin-responsive protein IAA28 (Indoleacetic acid-induced protein 28) /IAA28 /similar to auxin-induced protei

AT4G32280 = NP_567891 Q93WC4 CAA16962 CAB79946 AAK55727 AAL06798 AAT67084 IAA29; transcription factor/IAA29_ARATH Auxin-responsive protein IAA29 (Indoleacetic acid-induced protein 29) /putative protein /putative protein /AT4932280/F10M6_80 /AT4g3228

AT3G23050 = NP_974355 NP_188945 Q38825 AAC49048 BAB02096 AAG48759 AAK96842 AAL66876 AAM65301 IAA7 (AUXIN RESISTANT 2)/IAA7 (AUXIN RESISTANT 2); transcription factor /IAA7_ARATH Auxin-responsive protein IAA7 (Indoleacetic acid-induced protein 7) (Aux

AT1G04250 = NP_171921 P93830 AAB84354 AAC39439 AAC39440 AAB70451 AAG53997 AAL49831 AAM51258 AAM64837 AXR3 (AUXIN RESISTANT 3); transcription factor/IAA17_ARATH Auxin-responsive protein IAA17 (Indoleacetic acid-induced protein 17) (Auxin response 3)/
BAA81687 Cucumis sativus expressed in cucumber hypocotyls

AT2G22670 = NP_850028 NP_179852 Q38826 AAC49049 AAD15575 AAG50092 AAL24387 AAL49895 AAM20092 AAM47990 AAM65174 IAAS8; transcription factor/IAA8; transcription factor /IAA8_ARATH Auxin-responsive protein IAA8 (Indoleacetic acid-induced protein 8)/IAA8
AT5G65670 = NP_851275 NP_569017 Q38827 AAC49050 CAA16692 BAB10673 AAG50093 AAM64650 IAA9; transcription factor/IAA9; transcription factor /IAA9_ARATH Auxin-responsive protein IAA9 (Indoleacetic acid-induced protein 9)/IAA9 /auxin-induced protein IAA

AT4G29080 = NP_194637 Q9ZSY8 AAC99773 CAB43922 CAB79666 AAG48766 AAK96634 CAD30208 AAM91346 PAP2 (PHYTOCHROME-ASSOCIATED PROTEIN 2); transcription factor/IAA27_ARATH Auxin-responsive protein IAA27 (Indoleacetic acid-induced protein 27) (Auxin-induce
AAN16887 Mirabilis jalapa Aux/IAA2
g o Z1r—AADS2144 Nicotiana tabacum Nt-iaa4.3 deduced protein

———AT1G 15580 = NP_173011 P33078 S58492 S12244 CAA37527 AAC49046 AAF71983 AAN13012 IAA5; transcription factor/IAA5_ARATH Auxin-responsive protein IAA5 (Indoleacetic acid-induced protein 5) (Auxin-induced protein AUX2-27)/S58492 auxin-induced protein IAA
I.—[024541 Vigna radiata var. radiata BAA20847 Vigna radiata AX22C_PHAAU Auxin-induced protein 22C (Indole-3-acetic acid-induced protein ARG12)/Aux22¢c



