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AT2G30470 = NP_850146 AAB63089 AAL32570 BAD90970 HSI2; transcription factor/transcriptional repressor /putative VP1/ABI3 family regulatory protein /putative VP1/ABI3 family regulatory protein /transcription factor B3-EAR motif
Smo_FUSCA3_9_1

AT4G32010 = NP_194929 CAA16588 CAB79919 BAD90971 transcription factor/predicted protein /predicted protein /transcription factor B3-EAR motif family
XP_479538 Oryza sativa (japonica cultivar-group) BAC84102 VP1/ABI3 family regulatory protein-like /VP1/ABI3 family regulatory protein-like88

45
95

AT4G21550 = NP_193886 CAA18719 CAB81262 transcription factor/VP1 like protein /VP1 like protein
65

Ppa_FUSCA3_11_1
95

AAQ05799 Capsicum annuum AAW83473 DNA binding protein Rav/RAV transcription factor
AT1G13260 = NP_172784 1WID Q9ZWM9 BAA34250 AAG09554 AAL36211 AAM14230 RAV1; DNA binding/transcription factor /A Chain A, Solution Structure Of The B3 Dna-Binding Domain Of Rav1/RAV1_ARATH DNA-binding protein RAV1 /RAV1 /DNA binding protein RAV1 /put

AAZ66389 Glycine max RAV-like DNA-binding protein2
6

AT1G68840 = NP_564947 AAC49774 BAA34251 AAG51586 AAG52035 AAK26022 AAL07247 AAM63120 RAV2; DNA binding/transcription factor /AP2 domain containing protein RAP2.8 /RAV2 /putative DNA-binding protein (RAV2-like) /RAV2; 17047-15989 /putative DNA-bindin
AT1G25560 = NP_173927 AAG50808 AAM13889 AAM67474 transcription factor/DNA-binding protein RAV2, putative /putative DNA-binding protein RAV2 /putative DNA-binding protein RAV257

12

AT1G01030 = NP_171611 AAF26476 transcription factor/T25K16.3
AT3G61970 = NP_191756 CAB71904 AAM67302 BAC42301 transcription factor/RAV-like protein /RAV-like protein /putative RAV

AT2G46870 = NP_566089 AAC34233 AAM15018 BAC42676 AAP40361 transcription factor/putative RAV-like B3 domain DNA binding protein /putative RAV-like B3 domain DNA binding protein /putative RAV-like B3 domain DNA binding protein /putative RAV B3 domain72
26

NP_912459 Oryza sativa (japonica cultivar-group) AAM52315 Putative RAV-like B3 domain DNA binding protein/Putative RAV-like B3 domain DNA binding protein
NP_922529 Oryza sativa (japonica cultivar-group) AAM76357 AAP54816 putative DNA-binding protein/putative DNA-binding protein /DNA-binding protein, putative53

BAD27840 Oryza sativa (japonica cultivar-group) RAV-like B3 domain DNA binding protein-like46

CAE04153 Oryza sativa (japonica cultivar-group) OSJNBa0088A01.1
85

24

AT4G01500 = NP_192059 AAC62776 CAB77720 transcription factor/F11O4.9 /putative DNA-binding protein

50

Smo_FUSCA3_3_1 Smo_FUSCA3_12_1
Ppa_FUSCA3_2_1

AAN74744 Marchantia polymorpha hypothetical protein69
Ppa_FUSCA3_3_1100

44

Smo_FUSCA3_21_2
Smo_FUSCA3_20_152

16

18

AT2G36080 = NP_181152 NP_850260 AAD26965 CAD29643 AAM15343 BAC42244 transcription factor/transcription factor /putative DNA-binding protein RAV2 /putative auxin response factor 31 /putative DNA-binding protein RAV2 /putative RAV2-like DNA binding pr
ABA96503 Oryza sativa (japonica cultivar-group) DNA-binding protein RAV2, putative

AAX92717 Oryza sativa (japonica cultivar-group) AAX92718 AAX92951 ABA91538 Similar to probable RAV2-like DNA binding protein/Similar to probable RAV2-like DNA binding protein /Similar to probable RAV2-like DNA binding protein /RAV2-like DNA binding p98
60

AT5G06250 = NP_196243 BAB08947 transcription factor/unnamed protein product
AT3G11580 = NP_850559 NP_187765 CAD29644 BAD43044 transcription factor/transcription factor /putative auxin response factor 32 /putative DNA binding protein85

66

Smo_FUSCA3_4_1 Smo_FUSCA3_5_1
29

38

5

AT3G25730 = NP_189201 BAA95760 CAD29641 AAM65499 transcription factor/RAV1 DNA-binding protein-like /putative auxin response factor 14 /AP2 domain transcription factor

12

NP_909194 Oryza sativa (japonica cultivar-group) BAB21218 putative AP2 domain containing protein RAP2.8/putative AP2 domain containing protein RAP2.8
NP_909187 Oryza sativa (japonica cultivar-group) BAB21211 putative AP2 domain containing protein RAP2.8/putative AP2 domain containing protein RAP2.896

8

NP_917049 Oryza sativa (japonica cultivar-group) BAB84620 DNA-binding protein RAV2-like/DNA-binding protein RAV1-like
XP_475850 Oryza sativa (japonica cultivar-group) AAT39261 putative AP2 domain protein/putative AP2 domain protein93

76

AT1G51120 = NP_175524 AAG50531 AAT44950 DNA binding/transcription factor /DNA-binding protein RAV1, putative /putative AP2/EREBP transcription factor
AT1G50680 = NP_175483 AAG51186 DNA binding/transcription factor /RAV-like DNA-binding protein, putative
AAT44949 Arabidopsis thaliana putative AP2/EREBP transcription factor69

100

49

Smo_FUSCA3_2_1 Smo_FUSCA3_11_2

94

8515_Cre
Ppa_FUSCA3_14_1

AT1G28300 = NP_564304 AAF98425 AAL12004 AAL12005 AAS79558 CAG25869 LEC2 (LEAFY COTYLEDON 2); transcription factor/Hypothetical protein /LEAFY COTYLEDON 2 /LEAFY COTYLEDON 2 /leafy cotyledon 2 /hypothetical protein
XP_474342 Oryza sativa (japonica cultivar-group) CAE05756 OSJNBa0064G10.7/OSJNBa0064G10.7
XP_474341 Oryza sativa (japonica cultivar-group) CAE05755 OSJNBa0064G10.6/OSJNBa0064G10.6100

XP_479645 Oryza sativa (japonica cultivar-group) BAD03551 transcription factor viviparous 1-like/transcription factor viviparous 1-like86
24

Ppa_FUSCA3_5_1
Ppa_FUSCA3_1_199

6

Ppa_FUSCA3_8_1 BAE80315 Physcomitrella patens transcription factor ABI3-like
Ppa_FUSCA3_7_1 BAE80314 Physcomitrella patens transcription factor ABI3-like80

Ppa_FUSCA3_16_1 BAE80317 Physcomitrella patens transcription factor ABI3-like75

Ppa_FUSCA3_9_1
Ppa_FUSCA3_10_1     →Ppa_FUSCA3_15_1（pt3）53

6

Smo_FUSCA3_19_1 Smo_FUSCA3_10_1 (pt4)
Smo_FUSCA3_22_1 Smo_FUSCA3_1_1

Smo_FUSCA3_13_1 Smo_FUSCA3_23_191
47

10

BAA82596 Daucus carota C-ABI3 protein
CAC84597 Solanum tuberosum VP1-ABI3-like protein
AAW84252 Lycopersicon esculentum ABI399

AAQ03210 Prunus avium AAQ04076 viviparous protein; abscissic acid insensitive protein/ABI3-like transcription factor
BAD42433 Psophocarpus tetragonolobus ABI-3 homolog

BAB96578 Phaseolus vulgaris abscisic acid insensitive 3-like factor
AAA87030 Phaseolus vulgaris PvAlf77

33

BAC10553 Pisum sativum ABA insensitive 3
35

42

NP_914780 Oryza sativa (japonica cultivar-group) P37398 Oryza sativa S43768 BAA04066 Oryza sativa (japonica cultivar-group) BAD82432 BAD82433 transcription activator VP1 - rice/VIV_ORYSA Protein viviparous homolog /S43768 transcription activator
P26307 Zea mays AAA33506 VIV1_MAIZE Regulatory protein viviparous-1/viviparous-1

CAB91107 Triticum aestivum CAB91108 CAB91109 BAB40614 AAO06117 Hordeum vulgare subsp. vulgare VIVIPAROUS1 protein/VIVIPAROUS1 protein /VIVIPAROUS1 protein /transcription factor VP-1 homologue /VP1
CAA04553 Avena fatua VP 144

8
59
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BAA28779 Mesembryanthemum crystallinum BAC78904 Fagopyrum esculentum transcription factor Vp1/transcription factor VP-1 homologue
CAC19186 Callitropsis nootkatensis VP1/ABI3-like protein
AAG22585 Picea abies transcription factor viviparous 129

17

CAA05921 Populus trichocarpa CAA05922 ABI3/ABI3
CAA04184 Craterostigma plantagineum VP1 protein homologue48
AT3G24650 = NP_189108 Q01593 CAA48241 CAA05484 BAB01214 BAD93896 BAD94272 ABI3 (ABA INSENSITIVE 3); DNA binding/transcription factor/transcriptional activator /ABI3_ARATH Abscisic acid-insensitive protein 3/ABI3 protein /ABI3 protein /abscisic acid-15

6

26

71

99
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BAD82277 Oryza sativa (japonica cultivar-group) regulatory protein Viviparous-1-like
ABD32571 Medicago truncatula Transcriptional factor B3

AT3G26790 = NP_566799 AAC35246 AAC35247 BAB01226 AAS79559 CAG25870 FUS3 (FUSCA 3); DNA binding/transcription factor /FUSCA3 /FUSCA3 /FUSCA3 /transcriptional regulator /hypothetical protein99
23

1

27

76

90

0.100

Possibly identical genes:

←Ppa_FUSCA3997044163_1(pt1)

Ppa_FUSCA3997044163_1(pt5) NP_916619 Oryza sativa (japonica cultivar-group) B1142C05.29
Ppa_FUSCA3_12_1(pt5)
Ppa_FUSCA3_15_1 (pt5)

Ppa_FUSCA3_12_1(pt2)↓ →

Smo_FUSCA3_1_1 and Smo_FUSCA3720286710_1

↓

Ppa_FUSCA3_1_1 and Ppa_FUSCA3710502016_1
Ppa_FUSCA3_10_1 and Ppa_FUSCA3982610975_1

partial tree: deleted:

Smo_FUSCA3_10_1(pt4)


