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98 AT2G31650 = NP_850170 AAK01237 AAO22754 DNA binding/nucleic acid binding /protein binding /zinc ion binding /trithorax-like protein 1 /putative trithorax protein 1
L|—|:AAF29390 Arabidopsis thaliana Contains similarity to MLL protein from Fugu rubripes gb|AF036382, and contains a PWWP PF|00855 and a SET PF|00856 domain.
62 XP_450166 Oryza sativa (japonica cultivar-group) BAD22318 trithorax-like/trithorax-like
100 ~Smo_ATX1_1_1
48 LSmo_ATX1_38_2
79 l—Ppa_ATX1 _18_1
100 &|—_Ppa_ATX1_1 1
100 Ppa_ATX1_3 1
Smo_ATX1_10_2
1310_Cre
AA58669 Homo sapiens HRX
6BXP_585092 Bos taurus NP_005924 Homo sapiens XP_508792 Pan troglodytes Q03164 Homo sapiens AAQ63624 BAD92745 PREDICTED: similar to myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila) /myeloid/lymphoid or mixed-lineage leuk
8¢-CAA93625 Homo sapiens ALL-1 protein
P_536554 Canis familiaris PREDICTED: similar to myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila)
100 XP_921131 Mus musculus XP_110671 PREDICTED: similar to Zinc finger protein HRX (ALL-1) isoform 3/PREDICTED: myeloid/lymphoid or mixed-lineage leukemia isoform 1
100 XP_236194 Rattus norvegicus P55200 Mus musculus A48205 AAA62593 PREDICTED: similar to All-1 protein +GTE form - mouse (fragment)/HRX_MOUSE Zinc finger protein HRX (ALL-1) /A48205 All-1 protein +GTE form - mouse (fragment)/All-1 protein
XP_417896 Gallus gallus PREDICTED: similar to ALL-1 protein
100 XP_685032 Danio rerio PREDICTED: similar to MLL
9 XP_392252 Apis mellifera PREDICTED: similar to ENSANGP00000028094
100 ——XP_312179 Anopheles gambiae str. PEST XP_563394 EAA08123 EAL40845 ENSANGP00000002662/ENSANGP00000028094 /ENSANGP00000002662 /ENSANGP00000028094
100 Q24742 Drosophila virilis CAA90349 TRX_DROVI Protein trithorax/predicted trithorax protein

100 (NP_599109 Drosophila melanogaster NP_476769 NP_001014621 NP_599108 NP_476770 AAF55041 AAN13599 AAN13600 AAN13601 AAX52951 trithorax CG8651-PA, isoform A/trithorax CG8651-PD, isoform D /trithorax CG8651-PE, isoform E /trithorax CG8651-PC, isoform C /t
P20659 Drosophila melanogaster AAA29025 CAA83516 CAA83515 CAA90513 CAA90514 AAB35873 Drosophila sp. TRX_DROME Protein trithorax/zinc-binding protein/predicted trithorax protein /predicted trithorax protein /trithorax protein trxll /trithorax protein
100 ——AT4G27910 = NP_194520 protein binding/zinc ion binding
L——AT5G53430 = NP_200155 BAA97320 BAC41897 AAO64916 SDG29 (SET DOMAIN GROUP 29); DNA binding/protein binding /zinc ion binding /Junnamed protein product /putative trithorax 5 TX5 /At5953430
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