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94 XP_957714 Neurospora crassa N150 XP_322329 Neurospora crassa EAA28478 hypothetical protein/hypothetical protein /hypothetical protein

69 CAF87313 Tetraodon nigroviridis unnamed protein product
3 EAQ91476 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_03411
81 63 XP_386803 Gibberella zeae PH-1 EAA75938 hypothetical protein FG06627.1/hypothetical protein FG06627.1
Smo_AT3G47690914821688_1
62 L|—XP7660466 Aspergillus nidulans FGSC A4 EAA63433 hypothetical protein AN2862.2/hypothetical protein AN2862.2
XP_754435 Aspergillus fumigatus Af293 EAL92397 microtubule associated protein EB1/microtubule associated protein EB1, putative
38 NP_593678 Schizosaccharomyces pombe 972h- Q10113 Schizosaccharomyces pombe CAA92392 CAA70707 hypothetical protein SPAC18G6.15/MAL3_SCHPO Microtubule integrity protein mal3/mal3 /MAL3 protein
100 rEAL22645 Cryptococcus neoformans var. neoformans B-3501A hypothetical protein CNBB0950
57 | LXP_568969 Cryptococcus neoformans var. neoformans JEC21 AAW41662 hypothetical protein/conserved hypothetical protein
82 XP_761908 Ustilago maydis 521 CAD33850 Ustilago maydis EAK85960 Ustilago maydis 521 hypothetical protein UM05761.1/EB1-like protein /hypothetical protein UM05761.1
60 NP_982565 Eremothecium gossypii AAS50389 Ashbya gossypii ATCC 10895 AAR024Wp/AAR024Wp
93 _;XPASZOM Kluyveromyces lactis NRRL Y-1140 CAH02437 unnamed protein product/unnamed protein product
98 XP_447209 Candida glabrata CBS 138 CAG60142 unnamed protein product/unnamed protein product
47 —|:I\IF’7010932 Saccharomyces cerevisiae P40013 AAB64549 Microtubule-binding protein that together with Kar9p makes up the cortical microtubule capture site and delays the exit from mitosis when the spindle is oriented abnormally; Bim1p/BIM1_YEAST Protein
66 XP_459099 Debaryomyces hansenii CBS767 CAG87267 hypothetical protein DEHAOD15554g/unnamed protein product
—1 XP_713849 Candida albicans SC5314 XP_713809 EAK94707 EAK94748 probable microtubule-binding protein/putative microtubule-binding protein /probable microtubule-binding protein /probable microtubule-binding protein
29 65—CAE59650 Caenorhabditis briggsae Hypothetical protein CBG03064
100 |_|_—NP_496438 Caenorhabditis elegans CAA20332 microtubule End Binding Protein family member (ebp-2)/Hypothetical protein VW02B12L.3
75 L_CAE56613 Caenorhabditis briggsae CAE74560 Hypothetical protein CBG24369/Hypothetical protein CBG22319
100 —NP_507526 Caenorhabditis elegans CAC14408 microtubule End Binding Protein family member (ebp-1)/Hypothetical protein Y59A8B.7
LCAE61661 Caenorhabditis briggsae Hypothetical protein CBG05597
89 CAAB7697 Botryllus schlosseri unnamed protein product
100 I BAC05521 Ciona savignyi microtubule-associated protein EB1 homologue
ABD36296 Bombyx mori microtubule-associated protein RP/EB family member 3
100 XP_394845 Apis mellifera XP_623370 PREDICTED: similar to CG3265-PE, isoform E/PREDICTED: similar to CG3265-PB, isoform B
B 97 XP_314295 Anopheles gambiae str. PEST XP_314294 EAA44471 EAA44472 ENSANGP00000024090/ENSANGP00000024552 /ENSANGP00000024552 /ENSANGP00000024090
XP_314296 Anopheles gambiae str. PEST EAA09710 ENSANGP00000013151/ENSANGP00000013151
77 55 NP_724495 Drosophila melanogaster AAM70825 AAR96139 Eb1 CG3265-PC, isoform C/CG3265-PC, isoform C /RH07059p
91 EAL24726 Drosophila pseudoobscura GA17043-PA
NP_724497 Drosophila melanogaster NP_724496 NP_995752 NP_610233 AAD27859 AAL49002 AAM70826 AAM70827 AAM70828 AAS64780 Eb1 CG3265-PD, isoform D/Eb1 CG3265-PA, isoform A /Eb1 CG3265-PE, isoform E /Eb1 CG3265-PB, isoform B /LD08743p /RE41364p /CG3265-PA
3 XP_860066 Canis familiaris XP_859989 XP_859951 NP_579928 Mus musculus XP_885997 Bos taurus XP_860026 Canis familiaris XP_860135 XP_532901 XP_860099 XP_607271 Bos taurus XP_859919 Canis familiaris NP_001007657 Rattus norvegicus NP_036458 H
AAHB60416 Xenopus laevis MGC68667 protein
B1 NP_001025298 Danio rerio AAH97127 hypothetical protein LOC559217/Hypothetical protein LOC559217
] NP_001002170 Danio rerio AAH74053 CAI11624 hypothetical protein LOC431717/Hypothetical protein LOC431717 /novel protein similar to microtubule-associated protein, RPVEB family
CAG13176 Tetraodon nigroviridis unnamed protein product
AG12941 Tetraodon nigroviridis CAG12942 unnamed protein product/unnamed protein product
4 3 CAG12944 Tetraodon nigroviridis unnamed protein product
m 54¢XP_707151 Danio rerio XP_683639 PREDICTED: similar to Microtubule-associated protein RP/EB family member 2 (APC-binding protein EB2) (End-binding protein 2) (EB2) isoform 2 /PREDICTED: similar to microtubule-associated protein, RP/EB family, member 2
CAF98467 Tetraodon nigroviridis unnamed protein product
NP_001026188 Gallus gallus Q5ZKK1 CAG31742 microtubule-associated protein, RP/EB family, member 2 /MARE2_CHICK Microtubule-associated protein RP/EB family member 2/hypothetical protein
a7 7XP_547609 Canis familiaris NP_001029546 Bos taurus NP_055083 Homo sapiens Q15555 Q8R001 Mus musculus CAA63923 Homo sapiens AAH07318 AAH25804 Mus musculus AAH27056 AAH28987 AAH35254 BAC26138 BAC30700 BAC32393 BAC32643 CAG38782 Homo sapiens
— NP_694698 Mus musculus BAC30045 microtubule-associated protein, RP/EB family, member 2 /Junnamed protein product
Q7ZXP1 Xenopus laevis AAH44671 MARE2_XENLA Microtubule-associated protein RP/EB family member 2/Mapre2-A protein
XP_706911 Danio rerio XP_706910 XP_706908 NP_956158 XP_706909 XP_683188 AAH44167 AAH65871 PREDICTED: similar to Microtubule-associated protein, RP/EB family, member 1 isoform 5 /PREDICTED: similar to Mapre1l protein isoform 4 /PREDICTED: similar to M
NP_998805 Danio rerio AAH68377 microtubule-associated protein, RP/EB family, member 1 /Microtubule-associated protein, RP/EB family, member 1
CAF96172 Tetraodon nigroviridis unnamed protein product
AAD31035 Ictalurus punctatus EB1
XP_852075 Canis familiaris XP_864975 PREDICTED: similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1) isoform 1 /PREDICTED: similar to Microtubule-associated protein RP/EB family membe
66 [NP_989115 Xenopus tropicalis Q6P848 AAH61382 Microtubule-associated protein RP/EB family member 1 /MARE1_XENTR Microtubule-associated protein RP/EB family member 1/Microtubule-associated protein RP/EB family member 1
BABB84522 Xenopus laevis xEB1A
BAB84523 Xenopus laevis AAH68630 xEB1B/XEB1B protein
NP_001026031 Gallus gallus Q6V291 Coturnix coturnix Q5ZLC7 Gallus gallus Q66T82 Coturnix japonica AAQ55812 Coturnix coturnix AAU12573 Coturnix japonica CAG31466 Gallus gallus microtubule-associated protein, RP/EB family, member 1 /MARE1_C
NP_031922 Mus musculus NP_612518 Rattus norvegicus XP_584530 Bos taurus Q66HR2 Rattus norvegicus Q61166 Mus musculus Q3ZBD9 Bos taurus AAA96320 Mus musculus AAH52405 AAH64444 AAH81726 Rattus norvegicus AAI03413 Bos taurus BAE32461 Mus
P_036457 Homo sapiens Q15691 Q5R7Z5 Pongo pygmaeus AAC09471 Homo sapiens CAB53072 CAH92115 Pongo pygmaeus AAY 18920 synthetic construct AAI06069 Homo sapiens AAI09282 ABB58918 Sus scrofa BAE89438 Macaca fascicularis microtubule-associat
XP_533170 Canis familiaris PREDICTED: similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1)
XP_851025 Canis familiaris PREDICTED: similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1)
XP_534382 Canis familiaris PREDICTED: similar to Microtubule-associated protein RP/EB family member 1 (APC-binding protein EB1) (End-binding protein 1) (EB1)
26 | EAR90394 Tetrahymena thermophila SB210 hypothetical protein TTHERM_00112440
XP_771417 Giardia lamblia ATCC 50803 EAA41245 microtubule-associated protein EB1/GLP_28_68971_69687
100 NP_473194 Plasmodium falciparum 3D7 CAB39017 EB1 homolog, putative/EB1 homolog, putative
L_100 L—XP7727311 Plasmodium yoelii yoelii str. 177XNL EAA18876 Plasmodium yoelii yoelii hypothetical protein PY06631/Putative homologue of Human EB1 protein-related
XP_676655 Plasmodium berghei strain ANKA CAI00683 Plasmodium berghei EB1/EB1 homolog, putative
17 gnl|CMER|CMJ156C_similar_to_microtubule-associated_protein,_RP/EB_family
14891_Cre AAO62368 Chlamydomonas reinhardltii microtubule-associated protein EB1
43 3 NP_922172 Oryza sativa (japonica cultivar-group) AAM93680 AAP54459 putative microtubule-associated protein/putative microtubule-associated protein /microtubule-associated protein, putative
40 Smo_AT3G47690_1_1 Smo_AT3G47690_6_1
14 Smo_AT3G47690_2 1 Smo_AT3G47690_3_1
95 100  [PPa_AT3G47690_4_1

0fPpa_AT3G47690_2_1
Ppa_AT3G47690_1_1
AT5G67270 = NP_201528 BAB09646 AAM65311 BAD43258 ATEB1C (MICROTUBULE END BINDING PROTEIN 1); microtubule binding/unnamed protein product /microtubule-associated protein EB1-like protein /Junknown protein
Smo_AT3G47690_4_1 Smo_AT3G47690_5_1
XP_474072 Oryza sativa (japonica cultivar-group) CAD41855 CAE05968 OSJNBb0079B02.14/0SJNBb0079B02.14 /OSJNBa0063C18.9
AT5G62500 = NP_201056 BAB11500 AAM61163 BAC42296 ATEB1B; microtubule binding/microtubule-associated protein EB1-like protein /microtubule-associated protein EB1-like protein /putative microtubule-associated protein EB1
AT3G47690 = NP_190353 AAP88341 ATEB1A; microtubule binding/At3g47690
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XP_667060 Cryptosporidium hominis TU502 XP_628410 Cryptosporidium parvum lowa Il EAK90260 Cryptosporidium parvum EAL36833 Cryptosporidium hominis microtubule-associated protein/EB1 like microtubule binding protein /EB1 like microtubule binding

EAS02163 Tetrahymena thermophila SB210 microtubule-binding protein, putative

YP_054024 Paramecium tetraurelia CAH03293 Microtubule-binding protein, putative/Microtubule-binding protein, putative
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