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OBEI00 Cuctrbil maima AKQ9104 GAIP_ CUCMA DELLA protein GAIP (Gitberli acid-insensive phioem proen) (GAP) (GmGAIPMgbbersic acd nsensive prioem
4 QBEI05 Cucurbita maxima AAQ96165 GAIPB_CUCMA DELLA protein GAIP-B (Gibberellc acid-insensitive phloem protsin B) (GAIP-B) (CmGAIP-B)/gibberelic acid insensitive phioem B
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