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2p AT5G23000 = NP_197691 BAB08873 CAC80101 AAS10098 BAD43270 DNA binding/transcription factor /myb-related transcription factor-like /R2R3-MYB transcription factor /MYB transcription factor /myb like transcription factor (MYB37)
38| AAL69334 Lycopersicon esculentum blind
AT2G36890 = NP_181226 AAD31574 AAS10047 DNA binding/transcription factor /light-regulated myb protein, putative /MYB transcription factor

49 I
AAZ20440 Malus x domestica MYB24
36 BAD33806 Oryza sativa (japonica cultivar-group) BAD33914 R2R3-MYB transcription factor-like protein/R2R3-MYB transcription factor-like protein

41

20

% XP_480985 Oryza sativa (japonica cultivar-group) BAD05679 putative P-type R2R3 Myb protein/putative P-type R2R3 Myb protein
XP_468166 Oryza sativa (japonica cultivar-group) BAD19209 R2R3-MYB transcription factor-like/R2R3-MYB transcription factor-like
66 50 AT4G37780 = NP_195492 CAB38926 CAB80443 AAS10084 DNA binding/transcription factor /myb transcription factor-like protein /myb transcription factor-like protein /MYB transcription factor
wo = NP_190538 CAA74605 CAB66907 AAS10067 DNA binding/transcription factor /R2R3-MYB transcription factor /AtMYB84 /MYB transcription factor
AT5G65790 = NP_201380 CAA16681 AAC83623 BAB10686 AAO64929 AAS10117 MYB68; DNA binding/transcription factor /myb - related protein /putative transcription factor /transcription factor-like protein /At5g65790 /MYB transcription factor
100 r—AAL84760 Sorghum bicolor AAQ54875 typical P-type R2R3 Myb protein/P-type R2R3 Myb protein
il L_AAT85046 Oryza sativa (japonica cultivar-group) P-type R2R3 Myb proteind
AT5G57620 = NP_200570 AAC83600 BAB08797 AAS10110 MYB36; DNA binding/transcription factor /putative transcription factor /Myb-related transcription factor-like protein /MYB transcription factor
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I
Ll L_NP_914560 Oryza sativa (japonica cultivar-group) BAA99440 BAB12688 putative MYB family transcription factor/putative typical P-type R2R3 Myb protein /putative typical P-type R2R3 Myb protein

AAL84761 Sorghum bicolor typical P-type R2R3 Myb protein
40 NP_916704 Oryza sativa (japonica cultivar-group) BAD87407 BAD87052 Myb-related transcription factor-like protein/blind-like /blind-like

32
12_| 100 I XP_475870 Oryza sativa (japonica cultivar-group) AAT58725 AAT85200 putative myb transctiption factor/putative myb transctiption factor /putative Myb-related transcription factor
— L NP_916974 Oryza sativa (japonica cultivar-group) BAB86065 BAB92703 putative Myb-related transcription factor-l/myb-related transcription factor LBM2-like /myb-related transcription factor LBM2-like

CAI46244 Humulus lupulus Myb-like protein

100 (—Smo_RAX1_13_1

44

L—Smo_RAX1_29 1

XP_472754 Oryza sativa (japonica cultivar-group) CAD40986 OSJNBa0072F16.11/OSJNBa0072F16.11

AAO49410 Dendrobium sp. XMW-2002-1 MYB1

AAV70655 Antirrhinum majus MYB transcription factor MIXTA-like 2

XP_482547 Oryza sativa (japonica cultivar-group) CAD44619 BAD09835 MYB27 protein/MYB27 protein /MYB27 protein

AT5G15310 = NP_197035 CAB89341 AAK43932 AAS10094 DNA binding/transcription factor /myb-related protein-like /myb-related protein-like /MYB transcription factor
AA78386 Petunia x hybrida protein 1

BAD29569 Oryza sativa (japonica cultivar-group) MYB27 protein-like

AT3G01140 = NP_186763 AAF26160 AAF65559 AAS10051 MYB106; DNA binding/transcription factor /putative Myb-related transcription factor /putative transcription factor /MYB transcription factor
AAK19616 Gossypium hirsutum GHMYB25

2013346A Antirrhinum majus CAA55725 2013346A myb-related protein/mixta

AAU13905 Antirrhinum majus MYB transcription factor MYBML3

CAB43399 Antirrhinum majus Myb-related transcription factor mixta-like 1

99 —Ppa_RAX1_16_1
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L———Ppa RAX1_15_1
BAD37675 Oryza sativa (japonica cultivar-group) putative MYB family transcription factor
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AT1G34670 = NP_174726 AAD46010 AAS10030 DNA binding/transcription factor /Strong similarity to M4 protein gb|X90381 from Arabidopsis thaliana and contains 2 PF|00249 Myb-like DNA-binding domains. EST gb|H36793 comes from this gene/MYB transcription

4—ZE7|:XP_483052 Oryza sativa (japonica cultivar-group) BAD09322 putative transcription factor Myb protein/putative transcription factor Myb protein
BAC75672 Lotus japonicus transcription factor MYB102

XP_478689 Oryza sativa (japonica cultivar-group) CAA72218 BAC84030 myb protein/myb /myb protein

AT4G05100 = NP_192419 CAB81052 AAK62377 AAN65069 AAS10073 DNA binding/transcription factor /MYB-like protein /Unknown protein /Unknown protein /MYB transcription factor
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83

AT4G28110 = NP_194540 CAB79613 AAN71929 AAS10080 DNA binding/transcription factor /putative transcription factor MYB41 /putative myb family transcription factor /MYB transcription factor

AAZ20434 Malus x domestica MYB18

AAL32697 Arabidopsis thaliana myb-related protein M4

AT4G21440 = NP_567626 CAB77384 CAB81661 AAM64808 AAN65122 AAS10077 DNA binding/transcription factor /putative transcription factor /putative transcription factor /myb-related protein M4 /myb-related protein M4 /MYB transcription factor
AANO05422 Populus alba x Populus tremula putative MYB transcription factor

ABD32341 Medicago truncatula N-6 Adenine-specific DNA methylase; Homeodomain-related

AAP32921 Boea crassifolia MYB1

Ppa_RAX1_10_1

58
30| I_—Smo_RAX1 _28_1
ABD60286 Picea glauca R2R3-MYB transcription factor MYB11

AT3G28470 = NP_189488 BAB02863 AAS10061 DNA binding/transcription factor /transcription factor-like protein /MYB transcription factor
AT5G56110 = NP_200422 AAD40692 BAB09293 AAS10109 DNA binding/transcription factor /Atmyb103 /Atmyb103 /MYB transcription factor

100

85
WXP_MZBZS Oryza sativa (japonica cultivar-group) CAE03051 OSJNBa0089K21.5/0SJNBa0089K21.5
77 L84759 Sorghum bicolor typical P-type R2R3 Myb protein

100 Ppa_RAX1_8_1
—%Smo_RAXLmJ Smo_RAX1_24 1
Ppa_RAX1_9_1 Ppa_RAX1_11_1

AT4G17785 = NP_567540 CAB10558 AAD53094 CAB78781 BAC43322 AAO64062 AAS58508 DNA binding/transcription factor /MYB transcription factor like protein /putative transcription factor /MYB transcription factor like protein /putative MYB transcription fac

26

|6_5|:ABD65167 Brassica oleracea myb family transcription factor
ABD65628 Brassica oleracea myb family transcription factor
AT3G02940 = NP_186944 AAF26965 AAF65560 AAS10053 MYB107; DNA binding/transcription factor /putative MYB family transcription factor /putative transcription factor /MYB transcription factor

98
ﬂl—:mscneno = NP_197179 NP_974792 CAC01841 AAS10096 DNA binding/transcription factor /DNA binding /putative transcription factor (MYB9) /MYB transcription factor

BAC75671 Lotus japonicus transcription factor MYB101

93

AT1G22640 = NP_564176 AAC25522 AAL60051 AAN38678 MYB3; DNA binding/transcription factor /Similar to myb-related transcription factor (THM27) gb|X95296 from Solanum lycopersicum. ESTs gb|T42000, gb|T04118, gb|AA598042, gb|AA394757 and gb|AA598046 co

18

Smo_RAX1_75_1

82
L|_| Smo_RAX1_43_1
Smo_RAX1_46_1

AALB4613 Zea mays typical P-type R2R3 Myb protein

69 |

100

BAA81732 Glycine max GmMYB29A2
AT1G79180 = NP_178039 AAS10042 BAD43107 DNA binding/transcription factor /MYB transcription factor /putative transcription factor (MYB63)

AAL84627 Oryza sativa (japonica cultivar-group) typical P-type R2R3 Myb protein

0.100

AT3G47600 = NP_190344 AAC83640 CAB61986 AA022626 AA042355 AAS10065 MYB94; DNA binding/transcription factor /putative transcription factor /putative transcription factor MYB94 /putative transcription factor MYB94 /putative transcription factor MYB94



