
AT5G18410 = NP_197342 NP_974801 Q5S2C3 AAS78644 AAT71307 DAA04564 AAV64873 KLK/PIR/PIR121/PIRP/SRA1; transcriptional activator /KLK/PIR/PIR121/PIRP/SRA1 /PIR_ARATH Protein PIR (PIR of plants) (Protein PIROGI) (Protein KLUNKER) (AtSRA1)/ARP2/3 regula

Ppa_PIR121_1_1
Ppa_PIR121_2_1

Smo_PIR121_1_1
Smo_PIR121_3_2

XP_637067 Dictyostelium discoideum AX4 AAR89379 Dictyostelium discoideum EAL63574 component of SCAR regulatory complex/Rac-binding component of SCAR regulatory complex; PIR121 /component of SCAR regulatory complex
AAH72814 Xenopus laevis MGC80158 protein

XP_536455 Canis familiaris NP_001032410 Homo sapiens XP_883541 Bos taurus NP_055191 Homo sapiens XP_883645 Bos taurus XP_597034 XP_883607 XP_883572 AAD45723 Homo sapiens BAA86482 CAB66484 AAH11762 CAH93502 Pongo pygmaeus BAD97324 Homo sap
NP_598530 Mus musculus AAK81821 BAC41472 CAI25371 CAI24844 BAE28010 BAE28036 cytoplasmic FMR1 interacting protein 2/CYFIP2 /mKIAA1168 protein /cytoplasmic FMR1 interacting protein 2 /cytoplasmic FMR1 interacting protein 2 /unnamed protein product /un
BAC26942 Mus musculus unnamed protein product
BAE27779 Mus musculus unnamed protein product
CAH92521 Pongo pygmaeus hypothetical protein

CAF90507 Tetraodon nigroviridis unnamed protein product
XP_684999 Danio rerio XP_707724 XP_707723 PREDICTED: similar to p53 inducible protein isoform 1/PREDICTED: similar to CYFIP2 isoform 3 /PREDICTED: similar to p53 inducible protein isoform 2

NP_997924 Danio rerio AAG61253 cytoplasmic FMR1 interacting protein 1/Cyfip
XP_218717 Rattus norvegicus AAH47135 Mus musculus AAH52713 CAD99196 AAH54429 BAD90235 BAE27303 BAE34191 BAE31312 PREDICTED: similar to Cyfip1 protein/Cyfip1 protein /Cyfip1 protein /specifically Rac-associated protein /Cytoplasmic FMR1 interacting
NP_035500 Mus musculus AAC25773 cytoplasmic FMR1 interacting protein 1/SHYC

NP_055423 Homo sapiens XP_536156 Canis familiaris BAA07552 Homo sapiens AAH05097 AAW51476 AAW51477 cytoplasmic FMR1 interacting protein 1 isoform a/PREDICTED: similar to cytoplasmic FMR1 interacting protein 1 /KIAA0068 /Cytoplasmic FMR1 interacti
XP_784013 Strongylocentrotus purpuratus PREDICTED: similar to CYFIP2

XP_395632 Apis mellifera PREDICTED: similar to CG4931-PA
XP_310939 Anopheles gambiae str. PEST EAA06404 ENSANGP00000019410/ENSANGP00000019410

NP_650447 Drosophila melanogaster AAF55173 AAK31584 AAG61254 AAM52715 EAL27741 Drosophila pseudoobscura specifically Rac1-associated protein 1 CG4931-PA/CG4931-PA /DRac1-associated protein DSRA-1 /CYFIP /LD47929p /GA18534-PA
CAE58472 Caenorhabditis briggsae Hypothetical protein CBG01612

NP_499949 Caenorhabditis elegans BAB70472 AAB92078 Gut on EXterior family member (gex-2)/rac effector /Gut on exterior protein 2
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ABF93934 (O. sativa)           _PIROGI,_putative,_expressed_


