CHR6/PKL/GYM(At2g25170): global tree
File name: CHR6PKLGYM.njtree2.svg
220 aa residues 107 OTU included.
Assemble Job Id: wS5uUMQ

selectNalign Job Id: NOtp2t

Tree job id: CilFv9

BP values out of 100

Analyzed by yoguri@nibb.ac.jp

Date: Fri Jun 02 10:12:41 JST 2006

100

100

98

88

99

BAE54717 Asperqgillus oryzae unnamed protein product

&:(P7478218 Oryza sativa (japonica cultivar-group) chromodomain helicase DNA binding protein-like protein

AT5G44800 = NP_199293 AAC79140 BAB08833 ATP binding/ATP-dependent helicase/DNA binding /chromatin binding /helicase/nucleic acid binding /protein binding /zinc ion binding /human Mi-2 autoantigen-like protein /helicase-like protein
Smo_CHR6PKLGYM_55_1

Ppa_CHR6PKLGYM_3_1

P_859392 Canis familiaris XP_859466 XP_859020 XP_859429 XP_859323 XP_536179 XP_859355 XP_859285 XP_859203 XP_849509 XP_859244 XP_859122 PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 13/PREDICTED: similar to Chromo
P_882170 Bos taurus XP_882870 XP_882827 XP_882496 XP_882784 XP_870974 XP_614999 XP_882740 PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 3/PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) i
XP_882406 Bos taurus PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 7
NP_001262 Homo sapiens XP_510607 Pan troglodytes 014647 Homo sapiens AAB87382 chromodomain helicase DNA binding protein 2/PREDICTED: chromodomain helicase DNA binding protein 2 /CHD2_HUMAN Chromodomain-helicase-DNA-binding protein 2 (ATP-dependen
XP_925105 Mus musculus XP_925154 XP_902397 XP_925145 XP_902417 XP_911767 XP_902427 XP_145698 XP_925135 PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2) isoform 3/PREDICTED: similar to Chromodomain-helicase-DNA-binding protein
XP_218790 Rattus norvegicus PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2)
4MNP_001261 Homo sapiens XP_848459 Canis familiaris XP_856319 XP_581363 Bos taurus XP_546008 Canis familiaris XP_880828 Bos taurus XP_870481 NP_031716 Mus musculus XP_880966 Bos taurus XP_880899 014646 Homo sapiens A47392 Mus musculus P4
AAD56021 Aegolius funereus chromodomain helicase DNA binding protein 1
93 NP_990272 Gallus gallus AAC60282 chromodomain helicase DNA binding protein 1/chromo-helicase-DNA-binding on the Z chromosome protein
AAO61783 Taeniopygia guttata chromo-helicase DNA-binding protein

AAD56023 Gallus gallus chromodomain helicase DNA binding protein 1
8 P_429117 Gallus gallus AAD56024 Nymphicus hollandicus AAD56025 PREDICTED: similar to chromodomain helicase DNA binding protein 1, partial/chromodomain helicase DNA binding protein 1 /chromodomain helicase DNA binding protein 1
AAO61781 Taeniopygia guttata AAO61782 chromo-helicase DNA-binding protein/chromo-helicase DNA-binding protein
100 AAD56022 Aegolius funereus chromodomain helicase DNA binding protein 1
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AAH94093 Xenopus laevis Unknown (protein for IMAGE:6639554)
XP_691694 Danio rerio PREDICTED: similar to DNA-binding protein, partial

L|:XP_698294 Danio rerio PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 2 (CHD-2)

CAG01534 Tetraodon nigroviridis unnamed protein product

EAL33204 Drosophila pseudoobscura GA17649-PA
XP_314800 Anopheles gambiae str. PEST EAA10171 ENSANGP00000011045/ENSANGP00000011045
100 rNP_491994 Caenorhabditis elegans CAB07481 H06001.2/Hypothetical protein HO6001.2

100 NP_477197 Drosophila melanogaster AAC37264 AAF51170 AAR82736 Chromodomain-helicase-DNA-binding protein CG3733-PA/chromodomain-helicase-DNA-binding protein/CG3733-PA /SD21488p
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L—CAE®65711 Caenorhabditis briggsae Hypothetical protein CBG10790
100 AT2G13370 = NP_178970 AAD28668 ATP binding/ATP-dependent helicase/DNA binding /chromatin binding /helicase/nucleic acid binding /putative chromodomain-helicase-DNA-binding protein
D94038 Arabidopsis thaliana pseudogene
Smo_CHR6PKLGYM_56_1
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i|—NP7594967 Schizosaccharomyces pombe 972h- 014139 Schizosaccharomyces pombe CAB16277 hypothetical protein SPAC3G6.01/HRP3_SCHPO Chromodomain helicase hrp3 (ATP-dependent helicase hrp3)/SPAC3G6.01

NP_593660 Schizosaccharomyces pombe 972h- Q9US25 Schizosaccharomyces pombe CAB66168 hypothetical protein SPAC1783.05/HRP1_SCHPO Chromodomain helicase hrp1 (ATP-dependent helicase hrp1)/SPAC1783.05
4 NP_986789 Eremothecium gossypii AAS54613 Ashbya gossypii ATCC 10895 AGR123Cp/AGR123Cp
99 rLXP7452985 Kluyveromyces lactis NRRL Y-1140 CAH01836 unnamed protein product/unnamed protein product
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a:NP701 1091 Saccharomyces cerevisiae P32657 AAB64691 Nucleosome remodeling factor that functions in regulation of transcription elongation; contains a chromo domain, a helicase domain and a DNA-binding domain; component of both the SAGA and SILK comple
XP_449279 Candida glabrata CBS 138 CAG62253 unnamed protein product/unnamed protein product

85 79 (———XP_721533 Candida albicans SC5314 XP_721262 EAL02455 EAL02735 hypothetical protein CaO19_3035/hypothetical protein CaO19_10553 /hypothetical protein Ca019.10553 /hypothetical protein Ca019.3035

L _XP_462077 Debaryomyces hansenii CBS767 CAG90563 hypothetical protein DEHA0G13277g/unnamed protein product

XP_501282 Yarrowia lipolytica CLIB122 CAG81577 hypothetical protein/unnamed protein product

54}XI3362144 Magnaporthe grisea 70-15 hypothetical protein MG04589.4
85

100 EAQ92569 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_00804
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XP_963868 Neurospora crassa N150 XP_330496 Neurospora crassa EAA34632 hypothetical protein/hypothetical protein /hypothetical protein
XP_387278 Gibberella zeae PH-1 EAA76785 hypothetical protein FG07102.1/hypothetical protein FG07102.1

5 XP_752395 Aspergillus fumigatus Af293 EAL90357 chromodomain helicase Chd1/chromodomain helicase (Chd1), putative
100 | |:—BAE64193 Aspergillus oryzae unnamed protein product

XP_658859 Aspergillus nidulans FGSC A4 EAA65848 hypothetical protein AN1255.2/hypothetical protein AN1255.2
97 NP_504523 Caenorhabditis elegans AAC25894 AAG29838 LEThal family member (let-418)/Lethal protein 418 /LET-418
|_|:CAE64562 Caenorhabditis briggsae Hypothetical protein CBG09312
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I—NP_510140 Caenorhabditis elegans Q22516 CAA91798 CAA91810 AAG29837 CHromoDomain protein family member (chd-3)/CHD3_CAEEL Chromodomain helicase-DNA-binding protein 3 homolog (CHD-3)/Hypothetical protein T14G8.1 /Hypothetical protein T14G8.1 /CHD-3
XP_624414 Apis mellifera PREDICTED: similar to ENSANGP00000008665

XP_320523 Anopheles gambiae str. PEST EAA00692 ENSANGP00000008665/ENSANGP00000008665

iIiNP_649154 Drosophila melanogaster NP_001014591 097159 AAD17276 AAF49099 AAX52739 CG8103-PA, isoform A/CG8103-PB, isoform B /CHDM_DROME Chromodomain helicase-DNA-binding protein Mi-2 homolog (ATP-dependent helicase Mi-2) (dMi-2)/dMi-2 protein /CG8103-

100 {AAB87384 Drosophila melanogaster CHD3
LNP_649111 Drosophila melanogaster 016102 AAF49162 Chd3 CG9594-PA/CHD3_DROME Chromodomain helicase-DNA-binding protein 3 (ATP-dependent helicase Chd3)/CG9594-PA
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XP_784572 Strongylocentrotus purpuratus PREDICTED: similar to chromodomain helicase DNA binding protein 5, partial
P_926237 Mus musculus XP_907525 XP_914180 XP_609360 Bos taurus XP_900117 Mus musculus XP_546747 Canis familiaris NP_056372 Homo sapiens Q8TDIO CAB55959 AAL98962 CAI19450 CAI19451 CAI19891 CAI19894 PREDICTED: similar to chromodomain helicase
9 XP_525165 Pan troglodytes PREDICTED: similar to chromodomain helicase DNA binding protein 5
CAH56404 Homo sapiens CAH56377 hypothetical protein/hypothetical protein
XP_417537 Gallus gallus PREDICTED: similar to chromodomain helicase DNA binding protein 5
CAF92235 Tetraodon nigroviridis unnamed protein product
P_220602 Rattus norvegicus XP_913784 Mus musculus XP_484041 CAI35991 CAI35246 AAX85375 Rattus norvegicus AAX85376 AAX85377 AAX85378 AAX85379 AAX85380 AAX85381 AAX85382 PREDICTED: similar to chromodomain helicase DNA binding protein 3/PREDICTED:
98 FNP_001005273 Homo sapiens NP_001005271 NP_005843 Q12873 AAB87383 AAC39923 chromodomain helicase DNA binding protein 3 isoform 1/chromodomain helicase DNA binding protein 3 isoform 3 /chromodomain helicase DNA binding protein 3 isoform 2 /CHD3_HUMAN C
P_536627 Canis familiaris PREDICTED: similar to chromodomain helicase DNA binding protein 3 isoform 3
XP_611822 Bos taurus PREDICTED: similar to chromodomain helicase DNA binding protein 3 isoform 3

CAGO04585 Tetraodon nigroviridis unnamed protein product

XP_707318 Danio rerio XP_707317 XP_684016 PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 3/PREDICTED: similar to Chromodomain helicase DNA binding protein 4 isoform 2 /PREDICTED: similar to chromodomain helicase DNA binding

XP_685699 Danio rerio XP_708073 PREDICTED: similar to mKIAA4075 protein isoform 1/PREDICTED: similar to mKIAA4075 protein isoform 2

CAF91815 Tetraodon nigroviridis unnamed protein product

AAH46866 Xenopus laevis B230399n07-prov protein

XP_867816 Canis familiaris PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 11

P_867794 Canis familiaris XP_867887 XP_867787 XP_867808 XP_867907 XP_867779 XP_853783 XP_867881 XP_534909 XP_867875 NP_666091 Mus musculus XP_232354 Rattus norvegicus XP_867867 Canis familiaris XP_867754 XP_867915 XP_867762 NP_001264 Homo sapi
XP_416503 Gallus gallus PREDICTED: similar to Chromodomain helicase DNA binding protein 4

XP_867860 Canis familiaris PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 17
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AAL47211 Oryza sativa AAL47203 Oryza sativa (indica cultivar-group) BAD72546 Oryza sativa (japonica cultivar-group) BAD72509 chromatin-remodeling factor CHD3/chromatin-remodeling factor CHD3 /chromatin-remodeling factor CHD3 /chromatin-remodeling

100 jAT4G31900 = NP_194918 ATP binding/ATP-dependent helicase/DNA binding /chromatin binding /helicase/nucleic acid binding /transcription regulator
Lca : is-thall, AB79908 p ive-protein- =AT4G31900

96 CAB40760-Arabidop o s
4|—AT2G251 70 = NP_565587 B84645 AAF07084 AAF13875 PKL (PICKLE)/B84645 hypothetical protein At2g25170 /GYMNOS/PICKLE /chromatin remodeling factor CHD3
gnl|CMER|CMQ215C_chromodomain_helicase_DNA_binding_protein_CHD

100 ~EAL34535 Drosophila pseudoobscura GA17619-PA

%NP_SZMM Drosophila melanogaster AAF43004 AAF51527 kismet CG3696-PA, isoform A/KISMET-L long isoform /CG3696-PA, isoform A
XP_316961 Anopheles gambiae str. PEST EAA12280 ENSANGP00000006590/ENSANGP00000006590

100 (XP_913085 Mus musculus XP_573762 Rattus norvegicus XP_619244 Mus musculus PREDICTED: similar to chromodomain helicase DNA binding protein 8/PREDICTED: beta-catenin binding protein /PREDICTED: helicase with SNF2 domain 1

XP_583669 Bos taurus XP_864115 Canis familiaris NP_065971 Homo sapiens XP_532624 Canis familiaris QQHCK8 Homo sapiens BAB13390 CAH18170 PREDICTED: similar to Chromodomain-helicase-DNA-binding protein 8 (CHD-8) (Helicase with SNF2 domain 1)/PR
8 CAG10740 Tetraodon nigroviridis unnamed protein product
29 XP_699400 Danio rerio PREDICTED: similar to chromodomain helicase DNA binding protein 6
5NP_775544 Mus musculus XP_230814 Rattus norvegicus chromodomain helicase DNA binding protein 6/PREDICTED: similar to chromodomain helicase DNA binding protein 6
5 93[LBAE24963 Mus musculus unnamed protein product

90 NP_115597 Homo sapiens XP_534421 Canis familiaris Q8TD26 Homo sapiens AAK56405 CAI22255 CAI21744 CAI42977 chromodomain helicase DNA binding protein 6/PREDICTED: similar to chromodomain helicase DNA binding protein 6 isoform 1 /CHD6_HUMAN Chromodo

0.100

79KP_586145 Bos taurus NP_079410 Homo sapiens XP_863483 Canis familiaris XP_535304 XP_510966 Pan troglodytes AAQ24287 Homo sapiens BAA20767 PREDICTED: similar to chromodomain helicase DNA binding protein 9/chromodomain helicase DNA binding prot
4R AATE6509 Homo sapiens KISH2; hKISH2; Kismet homolog 2

55 100 XP_927433 Mus musculus XP_917494 XP_927447 NP_796198 XP_906528 XP_906533 XP_906531 XP_899383 AAZ73184 PREDICTED: similar to chromodomain helicase DNA binding protein 9 isoform 9/PREDICTED: similar to chromodomain helicase DNA binding protein 9 isofor
XP_226325 Rattus norvegicus PREDICTED: similar to chromodomain helicase DNA binding protein 9
XP_910521 Mus musculus NP_060250 Homo sapiens Q9P2D1 BAA92654 PREDICTED: similar to chromodomain helicase DNA binding protein 7 isoform 2/chromodomain helicase DNA binding protein 7 /CHD7_HUMAN Chromodomain-helicase-DNA-binding protein 7 (ATP-depen
99 8$XP419222 Gallus gallus PREDICTED: similar to Probable chromodomain-helicase-DNA-binding protein KIAA1416
99 XP_544097 Canis familiaris XP_857674 PREDICTED: similar to chromodomain helicase DNA binding protein 7 isoform 1/PREDICTED: similar to chromodomain helicase DNA binding protein 7 isoform 3
72 L XP_697996 Danio rerio PREDICTED: similar to chromodomain helicase DNA binding protein 7
100 XP_688255 Danio rerio XP_696622 PREDICTED: similar to KIAA1564 protein/PREDICTED: similar to KIAA1564 protein
I:CAF97696 Tetraodon nigroviridis unnamed protein product
XP_782655 Strongylocentrotus purpuratus PREDICTED: similar to chromodomain helicase DNA binding protein 8
XP_641133 Dictyostelium discoideum AX4 EAL67154 Dictyostelium discoideum hypothetical protein DDB0220644/CHD gene family protein containing chromodomain, helicase domain, and DNA-binding domain



