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AT5G44800 = NP_199293 AAC79140 BAB08833 ATP binding/ATP-dependent helicase/DNA binding /chromatin binding /helicase/nucleic acid binding /protein binding /zinc ion binding /human Mi-2 autoantigen-like protein /helicase-like protein
XP_478218 Oryza sativa (japonica cultivar-group) chromodomain helicase DNA binding protein-like protein100

Ppa_CHR4_5_1
Ppa_CHR4_14_1100

Smo_CHR4_14_159

100

gnl|CMER|CMQ215C_chromodomain_helicase_DNA_binding_protein_CHD
NP_594967 Schizosaccharomyces pombe 972h- O14139 Schizosaccharomyces pombe CAB16277 hypothetical protein SPAC3G6.01/HRP3_SCHPO Chromodomain helicase hrp3 (ATP-dependent helicase hrp3)/SPAC3G6.01
XP_721533 Candida albicans SC5314 XP_721262 EAL02455 EAL02735 hypothetical protein CaO19_3035/hypothetical protein CaO19_10553 /hypothetical protein CaO19.10553 /hypothetical protein CaO19.3035
NP_011091 Saccharomyces cerevisiae P32657 AAB64691 Nucleosome remodeling factor that functions in regulation of transcription elongation; contains a chromo domain, a helicase domain and a DNA-binding domain; component of both the SAGA and SILK comple

XP_449279 Candida glabrata CBS 138 CAG62253 unnamed protein product/unnamed protein product95
XP_452985 Kluyveromyces lactis NRRL Y-1140 CAH01836 unnamed protein product/unnamed protein product100

100
100

97

XP_867794 Canis familiaris XP_867887 PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 8/PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 21
XP_867881 Canis familiaris XP_232354 Rattus norvegicus XP_867770 Canis familiaris XP_867875 XP_867754 XP_867825 XP_867762 XP_534909 XP_867844 NP_666091 Mus musculus XP_867852 Canis familiaris NP_001264 Homo sapiens XP_867867 Canis familiari

XP_867816 Canis familiaris PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 11
XP_867801 Canis familiaris PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 954

25
100

AAH46866 Xenopus laevis B230399n07-prov protein

72

CAF91815 Tetraodon nigroviridis unnamed protein product
XP_685699 Danio rerio XP_708073 PREDICTED: similar to mKIAA4075 protein isoform 1/PREDICTED: similar to mKIAA4075 protein isoform 2
XP_707318 Danio rerio XP_684016 XP_707317 PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 3/PREDICTED: similar to chromodomain helicase DNA binding protein 4 isoform 1 /PREDICTED: similar to Chromodomain helicase DNA binding44

72

100

CAF92235 Tetraodon nigroviridis unnamed protein product
XP_417537 Gallus gallus PREDICTED: similar to chromodomain helicase DNA binding protein 5
CAH56404 Homo sapiens CAH56377 hypothetical protein/hypothetical protein
XP_525165 Pan troglodytes PREDICTED: similar to chromodomain helicase DNA binding protein 563
NP_056372 Homo sapiens XP_926237 Mus musculus XP_914180 XP_900117 XP_546747 Canis familiaris XP_609360 Bos taurus XP_907525 Mus musculus Q8TDI0 Homo sapiens CAB55959 AAL98962 CAI19450 CAI19451 CAI19891 CAI19894 chromodomain helicase DNA bin98

93
100

XP_696641 Danio rerio PREDICTED: similar to chromodomain helicase DNA binding protein 3 isoform 2
CAG04585 Tetraodon nigroviridis unnamed protein product100

NP_001005273 Homo sapiens NP_001005271 NP_005843 Q12873 AAB87383 AAC39923 chromodomain helicase DNA binding protein 3 isoform 1/chromodomain helicase DNA binding protein 3 isoform 3 /chromodomain helicase DNA binding protein 3 isoform 2 /CHD3_HUMAN C
XP_220602 Rattus norvegicus XP_913784 Mus musculus XP_484041 CAI35991 CAI35246 AAX85375 Rattus norvegicus AAX85376 AAX85377 AAX85378 AAX85379 AAX85380 AAX85381 AAX85382 PREDICTED: similar to chromodomain helicase DNA binding protein 3/PREDICTED:60
XP_611822 Bos taurus XP_536627 Canis familiaris PREDICTED: similar to chromodomain helicase DNA binding protein 3 isoform 3/PREDICTED: similar to chromodomain helicase DNA binding protein 3 isoform 3100

100

83

100

NP_649111 Drosophila melanogaster O16102 AAF49162 Chd3 CG9594-PA/CHD3_DROME Chromodomain helicase-DNA-binding protein 3 (ATP-dependent helicase Chd3)/CG9594-PA
AAB87384 Drosophila melanogaster CHD3100

NP_649154 Drosophila melanogaster NP_001014591 O97159 AAD17276 AAF49099 AAX52739 CG8103-PA, isoform A/CG8103-PB, isoform B /CHDM_DROME Chromodomain helicase-DNA-binding protein Mi-2 homolog (ATP-dependent helicase Mi-2) (dMi-2)/dMi-2 protein /CG8103-93

XP_320523 Anopheles gambiae str. PEST EAA00692 ENSANGP00000008665/ENSANGP00000008665
69

XP_624414 Apis mellifera PREDICTED: similar to ENSANGP00000008665
100

XP_784572 Strongylocentrotus purpuratus PREDICTED: similar to chromodomain helicase DNA binding protein 5, partial
51

71

NP_510140 Caenorhabditis elegans Q22516 CAA91798 CAA91810 AAG29837 CHromoDomain protein family member (chd-3)/CHD3_CAEEL Chromodomain helicase-DNA-binding protein 3 homolog (CHD-3)/Hypothetical protein T14G8.1 /Hypothetical protein T14G8.1 /CHD-3
CAE64562 Caenorhabditis briggsae Hypothetical protein CBG09312

NP_504523 Caenorhabditis elegans AAC25894 AAG29838 LEThal family member (let-418)/Lethal protein 418 /LET-41899
100

100

Smo_CHR4_38_1
AT4G31900 = NP_194918 ATP binding/ATP-dependent helicase/DNA binding /chromatin binding /helicase/nucleic acid binding /transcription regulator

AT2G25170 = NP_565587 B84645 AAF07084 AAF13875 PKL (PICKLE)/B84645 hypothetical protein At2g25170 /GYMNOS/PICKLE /chromatin remodeling factor CHD3

BAC43019.1  Arabidopsis thaliana putative helicase was removed from this tree. (Partial sequence of AT5G44800(CHR4))
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AAL47211 Oryza sativa AAL47203 Oryza sativa (indica cultivar-group) BAD72546 Oryza sativa (japonica cultivar-group) BAD72509 chromatin-remodeling factor CHD3/chromatin-remodeling factor CHD3 /chromatin-remodeling factor CHD3 /chromatin-remodeling93
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