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99 AT2G33290(SDG3 ) = NP_180887 022781 AAB80647 AAK28967 SUVH2 (SU(VAR)3-9 HOMOLOG 2)/SUVH2_ARATH Probable histone-lysine N-methyltransferase, H3 lysine-9 specific 2 (Histone H3-K9 methyltransferase 2) (H3-K9-HMTase 2) (Suppressor of variegation 3-9 homolog 2
62 | I AT4G13460SDG22 = NP_193082 NP_001031625 Q9T0G7 CAB41104 CAB78388 AAK28974 SUVH9 (SU(VAR)3-9 HOMOLOG 9); histone-lysine N-methyltransferase/zinc ion binding /SUVH9 (SU(VAR)3-9 HOMOLOG 9); histone-lysine N-methyltransferase/zinc ion binding /SUVH9_ARATH Pr

100 XP_477803 Oryza sativa (japonica cultivar-group) BAC80108 putative SET-domain transcriptional regulator/putative SET-domain transcriptional regulator
XP_483836 Oryza sativa (japonica cultivar-group) BAC56009 BAD10331 putative SET1/putative SET1 /putative SET1
56 CAC67503 Nicotiana tabacum SET-domain-containing protein
_ : luei _ i R . . . : 100 ,—a's—AT1G1777OSDG17 = NP_564036 G86312 Q9C5P1 AAF97258 AAK28972 SUVH7 (SU(VAR)3-9 HOMOLOG 7); histone-lysine N-methyltransferase/zinc ion binding /G86312 hypothetical protein F2H15.1 - Arabidopsis thaliana/SUVH7_ARATH Histone-lysine N-methyltransferase, H3 ly
AT2G05900SG11 = NP_178647 G84472 AAC95167 histone-lysine N-methyltransferase/zinc ion binding /G84472 hypothetical protein At2g05900 /hypothetical protein ? 100 45 L————AT2G24740SDG21 = NP_180049 Q9C5P0 C84640 AAD26896 AAK28973 SDG21 (SET DOMAIN GROUP 21)/SUVH8_ARATH Histone-lysine N-methyltransferase, H3 lysine-9 specific 8 (Histone H3-K9 methyltransferase 8) (H3-K9-HMTase 8) (Suppressor of variegation 3-9 homolog 8) (
100
66 | [AT1 G73100SDG19 = NP_565056 Q9C5P4 F96756 AAD55657 AAM20471 AAN72148 SUVH3 (SU(VAR)3-9 HOMOLOG 3)/SUVH3_ARATH Histone-lysine N-methyltransferase, H3 lysine-9 specific 3 (Histone H3-K9 methyltransferase 3) (H3-K9-HMTase 3) (Suppressor of variegation 3-9 ho
29 AT5G04940SDG32 = NP_850767 NP_196113 Q9FF80 BAB11516 AAK28966 SUVH1 (SU(VAR)3-9 HOMOLOG 1)/SUVH1 (SU(VAR)3-9 HOMOLOG 1) /SUVH1_ARATH Histone-lysine N-methyltransferase, H3 lysine-9 specific 1 (Histone H3-K9 methyltransferase 1) (H3-K9-HMTase 1) (Suppress
AAK28975 Oryza sativa ABA94594 Oryza sativa (japonica cultivar-group) SET1/SET1
75 100 rABA96369 Oryza sativa (japonica cultivar-group) SET domain protein 105
LABA91349 Oryza sativa (japonica cultivar-group) SET domain protein 105 V 1
70 — AAN41253 Zea mays SET domain protein 113 -
24 87 72 AAT47546 Triticum aestivum SET domain protein
NP_915934 Oryza sativa (japonica cultivar-group) BAB85235 BAB89651 similar to SET1/putative SET domain protein 113 /putative SET domain protein 113
44 97 —AAO32934 Zea mays SET domain protein SDG111
100 AAM28230 Zea mays SET domain protein 105
AT5G47160 = NP_199527 BAA97149 unknown protein/unnamed protein produc 3 AAT47547 Triticum aestivum SET domain protein
AT5G47150 = NP_199526 unknown protein _1:XP7475460 Oryza sativa (japonica cultivar-group) AAT69639 'unknown protein, conatins SET domain'/'unknown protein, conatins SET domain'
Ppa_SDG3-At2g33290_18_1 100 —AAMB89288 Zea mays SET domain-containing protein SET104
Ppa_SDG3-At2933290_4_1 91 2 L XP_473383 Oryza sativa (japonica cultivar-group) CAE04343 OSJNBb0038F03.7/0SJNBb0038F03.7 050890400200 0s08g0400000
Smo_SDG3-At2g33290_2_1 47 XP_482259 Oryza sativa (japonica cultivar-group) BAC98666 BAC99382 putative histone-lysine N-methyltransferase/putative histone-lysine N-methyltransferase /putative histone-lysine N-methyltransferase ? XP_482258 Oryza sativa (japonica cultivar-group) BAC99381 histone-lysine N-methyltransferase-like protein/histone-lysine N-methyltransferase-like protein
Smo_SDG3-At2¢g33290_17_1 ? ? — 59 XP_450616 Oryza sativa (japonica cultivar-group) BAD23407 putative SET domain-containing protein SET104/putative SET domain-containing protein SET104
Smo_SDG3-At2g33290_27_1 82 16 —w|—AT2G2274OSDG23 =NP_850030 NP_973514 C84616 Q8VZ17 AAD15582 AAK28971 AAL38815 AA022580 SUVH6/SUVH6 /C84616 similar to mammalian MHC lll region protein G9a /SUVH6_ARATH Histone-lysine N-methyltransferase, H3 lysine-9 specific 6 (Histone H3-K9 methyltransf
Smo_SDG3-At2g33290_16_1 AT2G35160SDG9 = NP_181061 082175 AAC61820 AAK28970 AAL32813 AAO30037 SUVH5 (SU(VAR)3-9 HOMOLOG 5)/SUVH5_ARATH Histone-lysine N-methyltransferase, H3 lysine-9 specific 5 (Histone H3-K9 methyltransferase 5) (H3-K9-HMTase 5) (Suppressor of variegation 3-9
Smo_SDG3-At2g33290 5 1 70 Ppa_SDG3-At2g33290_2_1
Smo_SDG3-At2g33290_3_1 Ppa_SDG3-At2g33290_8_1 V 2
Smo_SDG3-At2g33290_15_1 100 Ppa_SDG3-At2g33290_16_1 V_ 5 -
65 L—Ppa_SDG3-At2g33290_15_1
100 ;Smo_SDG3-At2g33290_7_1
84 99 Lsmo_SDG3-At2g33290 14 1 S D G 3 3
100 —AAK28969Aratidopsrsthatiana SUVHA-
89 IAT5G13960 = NP_196900 Q8GZB6 BAB11124 AAN86146 AAO17392 SUVH4 (SU(VAR)3-9 HOMOLOG 4)/SUVH4_ARATH Histone-lysine N-methyltransferase, H3 lysine-9 specific 4 (Histone H3-K9 methyltransferase 4) (H3-K9-HMTase 4) (Suppressor of variegation 3-9 homolog 4
29 100 ——AAM89287 Zea mays SET domain-containing protein SET118
L—XP_463687 Oryza sativa (japonica cultivar-group) BAB89674 BAD88195 putative SUVH4/putative SUVH4 /putative SET domain-containing protein
100 Smo_SDG3-At2g33290_8_2
L—_Smo_SDG3-At2g33290_1_1
AAV84356 Chlamydomonas reinhardtii Set3p
BAD96285 Homo sapiens suppressor of variegation 3-9 homolog 2 variant
99 gpNP_001032556 Bos taurus AAI08112 suppressor of variegation 3-9 homolog 2/Unknown (protein for MGC:128675)
NP_001034836 Sus scrofa XP_535179 Canis familiaris NP_078946 Homo sapiens XP_857006 Canis familiaris Q9H511 Homo sapiens BAB15645 AAH07754 CAD39146 CAG33653 CAI40028 CAI40032 BAE02377 Macaca fascicularis ABD62994 Sus scrofa suppressor of
94 XP_344634 Rattus norvegicus PREDICTED: similar to suppressor of variegation 3-9 homologue 2
100 NP_073561 Mus musculus QOQEQQO AAG09134 BAC38921 BAE38116 suppressor of variegation 3-9 homologue 2/SUV92_MOUSE Histone-lysine N-methyltransferase, H3 lysine-9 specific 2 (Histone H3-K9 methyltransferase 2) (H3-K9-HMTase 2) (Suppressor of variegation
NP_001026541 Gallus gallus CAH65169 similar to Histone-lysine N-methyltransferase, H3 lysine-9 specific 2 (Histone H3-K9 methyltransferase 2) (H3-K9-HMTase 2) (Suppressor of variegation 3-9 homolog 2) (Su(var)3-9 homolog 2)/hypothetical protein
99 L———NP_001016508 Xenopus tropicalis CAJ81421 suppressor of variegation 3-9 homolog 2/suppressor of variegation 3-9 homolog 2
100 {NP_001003592 Danio rerio AAH76417 hypothetical protein LOC445198/Zgc:101027
L_XP_707296 Danio rerio XP_683925 PREDICTED: similar to Histone-lysine N-methyltransferase, H3 lysine-9 specific 1 (Histone H3-K9 methyltransferase 1) (H3-K9-HMTase 1) (Suppressor of variegation 3-9 homolog 1) (Su(var)3-9 homolog 1) isoform 2/PREDICTED
76 AAH70805 Xenopus laevis MGC83876 protein
79 98 98BAD96791 Homo sapiens suppressor of variegation 3-9 homolog 1 variant
100 NP_003164 Homo sapiens XP_548987 Canis familiaris XP_601341 Bos taurus 043463 Homo sapiens AAB92224 AAH06238 CAG46546 CAH90979 Pongo pygmaeus CAH91190 AAX36573 synthetic construct AAI11157 Bos taurus suppressor of variegation 3-9 homolog
86-BAC40334 Mus musculus unnamed protein product
54 NP_035644 Mus musculus 054864 AAB92225 AAF60969 AAF60970 AAH23860 BAE41136 suppressor of variegation 3-9 homolog 1/SUV91_MOUSE Histone-lysine N-methyltransferase, H3 lysine-9 specific 1 (Histone H3-K9 methyltransferase 1) (H3-K9-HMTase 1) (Suppressor
XP_217594 Rattus norvegicus PREDICTED: similar to Su(var)3-9 homolog
55 XP_782949 Strongylocentrotus purpuratus PREDICTED: similar to suppressor of variegation 3-9 homolog 2
CAJ18348 Enallagma cyathigerum putative H3K9 methyltransferase
54 CAB94835 Leptinotarsa decemlineata heterochromatin protein
94 63 CAJ18350 Lepisma saccharina putative H3K9 methyltransferase
CAJ18349 Forficula auricularia putative H3K9 methyltransferase
EAL29045 Drosophila pseudoobscura GA19622-PA
95 100 100 NP_524357 Drosophila melanogaster P45975 AAF55154 CAB93768 Suppressor of variegation 3-9 CG6476-PA, isoform A/SUV9_DROME Histone-lysine N-methyltransferase, H3 lysine-9 specific (Histone H3-K9 methyltransferase) (H3-K9-HMTase) (Protein suppressor of
34 |:CA897489 Drosophila erecta putative heterochromatin protein
CAJ18347 Drosophila nasutoides putative H3K9 methyltransferase
100 —AAC18302 Schizosaccharomyces pombe Clrdp
55 NP_595186 Schizosaccharomyces pombe 972h- 060016 Schizosaccharomyces pombe 1MVH 1MVX CAA07709 CAA22283 histone H3 methyltransferase/CLR4_SCHPO Histone-lysine N-methyltransferase, H3 lysine-9 specific (Histone H3-K9 methyliransferase) (H3-K9-HMTase)
XP_396833 Apis mellifera PREDICTED: similar to Histone-lysine N-methyltransferase, H3 lysine-9 specific 5 (Histone H3-K9 methyltransferase 5) (H3-K9-HMTase 5) (Euchromatic histone methyltransferase 1) (Eu-HMTase1) (G9a-like protein 1) (GLP1)
31 XP_785941 Strongylocentrotus purpuratus PREDICTED: similar to euchromatic histone methyltransferase 1 isoform 2
100 — 100 P_874263 Bos taurus XP_887518 XP_887538 XP_887525 XP_591851 PREDICTED: similar to HLA-B associated transcript 8 isoform a isoform 2/PREDICTED: similar to HLA-B associated transcript 8 isoform a isoform 5 /PREDICTED: similar to HLA-B associated trans
S30385 Homo sapiens CAA49491 S30385 G9a protein - human/G9a
CAC86666 Homo sapiens NG36/G9a
56 P_671493 Mus musculus NP_079532 Homo sapiens NP_665829 Mus musculus NP_006700 Homo sapiens XP_532084 Canis familiaris NP_997628 Rattus norvegicus XP_518365 Pan troglodytes Q92148 Mus musculus Q96KQ7 Homo sapiens AAC84164 Mus musculus
——NP_001012550 Gallus gallus CAG31408 CAH65223 CAH65313 euchromatic histone methyltransferase 1/hypothetical protein /hypothetical protein /hypothetical protein
100 78NP_079033 Homo sapiens Q9H9B1 BAB56104 AAM09024 AAH11608 CAH71077 CAI17355 euchromatic histone methyltransferase 1/EHMT1_HUMAN Histone-lysine N-methyltransferase, H3 lysine-9 specific 5 (Histone H3-K9 methyltransferase 5) (H3-K9-HMTase 5) (Euchromati
98 |?XP848228 Canis familiaris PREDICTED: similar to euchromatic histone methyltransferase 1 isoform 2
XP_342380 Rattus norvegicus NP_766133 Mus musculus NP_001012536 BAC33756 BAC34869 BAC38402 AAH56938 BAC98271 AAH89302 BAD90007 PREDICTED: similar to euchromatic histone methyltransferase 1/euchromatic histone methyltransferase 1 isoform 2 /euchroma
NP_001025302 Danio rerio CAE49087 hypothetical protein LOC559519/novel protein similar to human HLA-B associated transcript 8 (BAT8)
CAF93568 Tetraodon nigroviridis unnamed protein product
XP_697422 Danio rerio PREDICTED: similar to euchromatic histone methyltransferase 1 isoform 2, partial
100 I AT2G23740 = NP_179954 nucleic acid binding/transcription factor/zinc ion binding

0.100

100

—AAO032935 Zea mays SET domain protein SDG117

L————XP_467404 Oryza sativa (japonica cultivar-group) AAL87154 BAD08114 putative SET domain protein SDG117/putative SET-domain transcriptional regulator /putative SET domain protein SDG117



