
AT1G75100 = NP_565101 AAG51921 AAL09745 AAM65355 BAE44203 unknown protein/unknown protein; 9598-12259 /At1g75100/F9E10_5 /At1g75100/F9E10_5 /auxilin-like J-domain protein
AT1G30280 = NP_174319 AAG50567 AAL49786 AAM51439 unknown protein/hypothetical protein /unknown protein /unknown protein

Ppa_JAC1_4_1
Ppa_JAC1_3_1

Ppa_JAC1_1_1
Ppa_JAC1_2_1

Smo_JAC1_6_1 Smo_JAC1_1_2
ABA95242 Oryza sativa (japonica cultivar-group) expressed protein

AT4G12780 = NP_193014 CAB40995 CAB78320 AAL91223 AAP81797 unknown protein/auxilin-like protein /auxilin-like protein /auxilin-like protein /At4g12780
AT4G12770 = NP_193013 CAB40994 CAB78319 unknown protein/auxilin-like protein /auxilin-like protein

NP_918860 Oryza sativa (japonica cultivar-group) BAD52602 BAD52753 P0458A05.18/200 kDa antigen p200 -like protein /200 kDa antigen p200 -like protein
ABA98877 Oryza sativa (japonica cultivar-group) expressed protein

AT1G75310 = NP_177666 CAA07520 AAG12690 AAG13076 AUL1; heat shock protein binding/unfolded protein binding /auxilin-like protein /unknown protein, 3' partial; 5120-134 /Unknown protein - partial protein
AAD39596 Oryza sativa (japonica cultivar-group) AAU10699 10A19I.11/unknown protein

NP_917846 Oryza sativa (japonica cultivar-group) BAB90730 P0663E10.13/auxilin-like protein
AT4G36520 = NP_195370 CAB16841 CAB80318 unknown protein/trichohyalin like protein /trichohyalin like protein

Smo_JAC1_3_1
Smo_JAC1_24_1

Smo_JAC1_24_2
AT1G21660 = NP_173585 AAD41419 AAM20429 AAQ56825 unknown protein/EST gb|AA042488 comes from this gene. /auxilin-like protein /At1g21660

Smo_JAC1_2_2
Smo_JAC1_39_1

8811_Cre
XP_424873 Gallus gallus PREDICTED: similar to Cyclin G-associated kinase

XP_233231 Rattus norvegicus XP_865055 Canis familiaris XP_546673 NP_940804 Mus musculus XP_865074 Canis familiaris BAC33992 Mus musculus BAC65575 AAH60734 AAH64460 BAE28000 BAE28039 BAE37443 PREDICTED: similar to DnaJ (Hsp40) homolog, subfami
NP_777261 Bos taurus NP_055602 Homo sapiens Q27974 Bos taurus 1N4C AAA79037 BAA32318 Homo sapiens CAI18997 CAI18999 CAI23547 CAI23548 AAI09281 AAI09280 DnaJ (Hsp40) homolog, subfamily C, member 6/DnaJ (Hsp40) homolog, subfamily C, member 6 /AUX

XP_695690 Danio rerio PREDICTED: similar to DnaJ (Hsp40) homolog, subfamily C, member 6
CAG11595 Tetraodon nigroviridis unnamed protein product

XP_788316 Strongylocentrotus purpuratus PREDICTED: similar to cyclin G associated kinase
CAG08624 Tetraodon nigroviridis unnamed protein product

XP_536279 Canis familiaris PREDICTED: similar to cyclin G associated kinase
AAI05344 Bos taurus Unknown (protein for MGC:127293)

NP_005246 Homo sapiens O14976 BAA22623 AAH00816 AAH08668 AAP35661 AAP36416 synthetic construct BAC86662 Homo sapiens AAH63606 AAH85005 BAD92091 cyclin G associated kinase/GAK_HUMAN Cyclin G-associated kinase/HsGAK /Unknown (protein for IMAGE:3453
XP_517049 Pan troglodytes PREDICTED: similar to Cyclin G-associated kinase

BAE27365 Mus musculus unnamed protein product
NP_705797 Mus musculus Q99KY4 AAH03958 AAH30859 BAC28779 AAH60622 AAH65052 BAE38941 cyclin G associated kinase/GAK_MOUSE Cyclin G-associated kinase/Gak protein /Gak protein /unnamed protein product /Cyclin G associated kinase /Cyclin G associated kin

XP_643152 Dictyostelium discoideum AX4 AAL88718 Dictyostelium discoideum EAL69177 hypothetical protein DDB0167087/hypothetical protein /hypothetical protein DDB0167087
NP_593480 Schizosaccharomyces pombe 972h- O13773 Schizosaccharomyces pombe CAB11512 hypothetical protein SPAC17A5.12/UCP7_SCHPO UBA domain-containing protein 7/SPAC17A5.12

XP_761594 Ustilago maydis 521 EAK86342 hypothetical protein UM05447.1/hypothetical protein UM05447.1
XP_566769 Cryptococcus neoformans var. neoformans JEC21 EAL23277 Cryptococcus neoformans var. neoformans B-3501A AAW40950 Cryptococcus neoformans var. neoformans JEC21 ER organization and biogenesis-related protein/hypothetical protein CNBA3930 /

BAE63752 Aspergillus oryzae unnamed protein product
XP_682067 Aspergillus nidulans FGSC A4 EAA60591 hypothetical protein AN8798.2/hypothetical protein AN8798.2

XP_753676 Aspergillus fumigatus Af293 EAL91638 hypothetical protein Afu5g09630/UBA/TS-N domain protein
XP_361606 Magnaporthe grisea 70-15 hypothetical protein MG04080.4

XP_322924 Neurospora crassa XP_961349 Neurospora crassa N150 CAC28705 Neurospora crassa EAA32113 hypothetical protein/hypothetical protein /conserved hypothetical protein /hypothetical protein
XP_386154 Gibberella zeae PH-1 EAA75623 hypothetical protein FG05978.1/hypothetical protein FG05978.1

XP_500799 Yarrowia lipolytica CLIB122 CAG83050 hypothetical protein/unnamed protein product
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