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Smo_AUX1_13_1
dycopersicon esculentum proline transporter 1

ino acid permease/T23G18.
NP_181518 CAAG5052 AAB95274 Aesiz0 ProT1; amino acid permease/proline transporter 1 /proline transporter 1 /proline transporter 1
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061883 Medicago truncatula AAMS5306 LAXS_MEDTR Auxin transporter-like protein 5 (AUX 1-like protein ) (MILAXS)ausin i carferproten

AT2G21050 = NP_179701 Q9S836 AAD29811 CAB45643 AAK96875 AAM91114 amino acid permeaseftransporter /LAX2_ARATH Auxin ke amino aci Iputative AUX1-like permease /AUX1-like amino acid perm
eQoFELs Medicago truncatula CAG12997 AAMS5303 LAX3_MEDTR Auxin transporter-like protein 3 (AU)(I like pmem 3) (MILAX3) putative AUX-ike permease i i coren protein

/e AUX1-like permease; 10674-8589 /At1g77690/T32E8_2 /putative AUX1-like permea

Smo_AUX1_32 1 Smo_AUX1_6
7802 09CA25 AAG51630 AAL06925 AAN02284 AAP37659 amino acid permease/transporter /LAX3_ARATH Auxin transporter-like protein 3 (AUX1-like protein 3)/put

AAR18699 Populus tomentosa auxin influx carrier protein
Q688.2 Oryza sativa AAU10758 Oryza sativa (japonica ip) LAX2_ORYSA Auxin transp protein 2/putative AUX1-like permease
Q53.G7 Oryza sativa AAX93011 Oryza sativa (japonica cultivar-group) ABA91603 LAX4_ORYSA Putative auxin transporter-like protein 4/probable AUX1-like permease, 10674-8589 /AUX1-like permease, putative
QIFEL7 Medicago truncatula CAC12996 AAM55304 LAX2_MEDTR Auxin transporter-like protein 2 (AUX 1-like protein 2) (MILAX2)/putative AUX 1-like permease /auxin influx cartier protein
AC98948 Pisum sativum AUX1-ike auxin influx carrier protei
08884 Medicago truncatula AAM55305 LAX4_MEDTR Auxin transporter-ike protein 4 (AUX1-like protein 4) (MHLAX4)/auxin influx carrier protein
ike protein 1 (AUX1-like protein 1)/putative AUX1-like permease /LAX1 /AUX1-like perme

AT5G01240 = NP_195744 NP_974719 Q9LFB2 CAB55758 CAB69852 transporter/unknown protein /LAX1_ARATH Auxin transp
IP_915556 Oryza sativa (japonica cultivar-group) QSN892 Oryza sativa BAD82311 Oryza sativa (japonica cultivar-group) BAD82312 putative AUX1-like permease/LAX1_ORYSA Auxin transporter-like protein 1/putative AUX1-like permease /putative AUX1-like

LAAG17171 Populus tremula x Populus tremuloides putative AUX1-
QSFELS Modagd runcalus CAG12995 AAMS5303 LAX 1. MEDTR A ransparter.fke proten 1 (AUX' ke protein 1) (MILAX)putative AUXC ke pormesse fausin nflu carerprfein

AI05895 Prunus avium putative auxin influx carrier protein
P_919826 Oryza sativa (japonica cultivar-group) Q7XGU4 Oryza sativa AAK91876 AAP52113 Oryza sativa (japonica cultivar-group) putative AUX1-like permease/LAX3_ORYSA Auxin transporter-like protein 3/Putative AUX1-like permease (Transmembrane amino

ABB5535 Zea mays AUX1 protein
\AF21982 Populus tremula x Populus tremuloides AUX1-like protein
inhit istant p

AR18696 Populus tomentosa AAWS7318 auxin transporter protein 1/auxin influx protein
AAK58522 Populus tremula x Populus tremuloides putative AUX1-like permease
AT2G38120 = NP_565882 Q96247 CAA67308 AAC27161 AAK96679 AAM13299 AAMGA652 AUX1 (AUXIN RESISTANT 1); amino acid permease/transporter /AUX1_ARATH Auxin transporter protein 1 (Auxin influx protein 1) (Polar auxin
pa_AUX1 13 1
in famino acid p ke protein famino acid permease-like protein

rotein /amino acid per

otein; pi
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roun) BABBS704 BADG219 041405 H07 15/putaive botanalpeinG traneporter et bcla\ncrvvohr\c transporter

P 475075 Ory2a s (aponica culivar-group) AAT44153 putaive amino acd ransporterfamily putate amino 2 ransporior famiy |
NP 917735 Oryza saiva (ponica cuiargroup) BABI7 188 040712 2/proln ransport poten 2 ke

1 hypothetic
85274
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GR(CAE4816 Canorhabls briggsas Hypothelical protein CBGOSGT0
P_505680 Caenorhablits elegans GAD54163 Y32F6A 4/Hypothetical protein Y32F6A.4
AEB0022 Caenorhablits briggsae Hypothetical protein CBG03527
M P_501467 Caenorhabits elegans AAF59620 Y59H11AR 4/Hypothetical protein YS9H11AR.4
AH70857 Xenopus laevis MGCBA4608 protein
7ggNP_001023478 Caenorhabuitis elegans AAD14765 YACEB.2a/Hypothetical protein YAC6B.2a
SAE72727 Caenorhabliis briggsae Hypothetical protein CBG19965
AE61366 Caenorhabitis briggsae Hypothetical protein CBG05208
P_493251 Caenorhabdits elegans GAA22315 Y18D10A.23/Hypothetical protein Y18D10A.23
P_394217 Apis mellfera PREDICTED: similar to ENSANGP00000014772
XP_762427 Siongyloceniolus purpurstus PREDICTED:similrto amino acdpolyamine tansporter famiy (3.3 D) (4G107)
WU ypothetical protein UM

XP_758400 Ustilago AK83375 hypothetical prote
498173 Caenorhaballs ologans AAASO724 ROBF2 BHypootical prooin FooFes
AE61365 Caenorhabits briggsae GAE61373 Hypothetical protein CBGO5207/Hypothetical protein CBG05215

pa_AUX1.3.1
ogg 495532 Conorhabls clegans G66206 MICTO364 721012 86620 proten F21012.3 Hypotheca o 721012
AE67596 Caenorhabiits briggsae Hypothetical protein CBG1313¢
2641150 - NP 030664 AAKE4155 AALBS095 AADA 1963 AANDH31 amino acid tein funk tein /g d protein /Junknown protein
TSGO2180 = NP._195638 CAB52991 BACA2086 armino acid pormeaselputative prolein /unknown protsl
e g02170/T7H20_220 A 01T7H20_220

\T5G02170 = NP_195837 CAB82990 AAM26683 AAOG4748 amino acid
\T3G09340 = NP_187545 amino acid permease

\T3G09330 = NP_187544 amino acid permease
AT2G39130 = NE. 85012 AAKS2736 amino wckd permessefurknou rtsin
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\T1G61270 = NP. 176322 amino acid permease
1ofCAC51424 Vicia faba var. minor amino acid permease A
49630 = NP_199774 CAAG5051 BAA97227 AAPG (AMINO ACID PERMEASE 6); amino acid permease/amino acid permease 6 /amino acid permease 6

\AM62803 Arabidopss thaliana amino acid carrier, putative
AD53557 Oryza sativa (japonica culivar-group) putative amino acid carrier

AD53554 Oryza sativa (japonica cultivar-group) putative amino acid transporter
NP_186825 AAF01559 AAF03432 amino acid permease/amino acid-polyamine transporter /putative amino acid permease /putative amino acid permease

Oryza sativa (aponica culivar-group) amino acid transporter-ke protein 2
T1G67640 = NP_176932 AAG28894 AAG52310 amino a transporter /F12A21 id pen
\T5GA0780 = NP_198894 NP 651109 AACA9885 AAKS6270 AAMS1380 LHT1/LHT1; amino acid permease /lysine and histidine specific nnnsponer /ATSg40780/K1B16_3 /At5g40780/K1B16_3
IP_175297 AAG60126 amino acid permease/lysine and histidine s transporter, putative
@ protein 2 /F21J9.6

\T1GA8640 = NP_T
NP_564217 BABO1766 AAF97980 AATL2 (AMINO ACID TRANSPORTER-LIKE PROTEIN 2); amino acid permease/amino acid transportel
P_479903 Oryza sativa (japonica cultivar-group) XP_507109 CAD89802 Oryza sativa (indica cultivar-group) BAD08B58 Oryza sativa (japonica cultivar-group) putative histidine amino acid transporter/PREDICTED OJ1163_G08.25 gene product /histidine ami

LAT1G24400

\U90160 Oryza sativa (japonica cultivar-group) hypothetical protein

LAT1G25530 = NP_173924 AAG50812 AAY25427 amino acid permease/lysine and h transporter, putative /At1g25530
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family PF|01490.
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6472762 Oryza saiv (aporica culivargrous) CAEm537CAE7snuz OSJNBa0072F16.19/0SJNBa0072F 16.19 /B1358812.11
o the Iysine and histidine specifc transporter gene from A thalana gblU39782; I

L,w e ypothetical
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