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A acid i
'5G41800 = NP_568597 AAM20536 AAM91264 amino acid

id i Jaming in
XP_475079 Oryza sativa (japonica cultvar-group) AAT44153 putative amino acid transporter famil lputative amino oo wansporter family i
P_917735 Oryza sativa (japonica cultivar-group) BAB17188 P0407812.25/proline transport protei

a $B210 Transmembr

in 2-ike.
IP_915563 Oryza sativa (aponica cultivar-group) BABG3704 BADS2319 0J1402_HO7.15/putative betaine/proine transporter fputative betainelproling ransporter

mino a
CAE64816 Caenorhabits
IP_505680 Caenorhabaitis

briggsae Hypothetical protein CBG09610

ns CAD54163 Ya2F6A.4/Hypothetical protein Y32F6A.4
IP_495532 Caenorhabilis elogans B8B206 AAC70884 F21D12.3/B88206 protein F21D12.3 /Hypothetical protein F21D12
ASG7S86 aenothabits biggsas Hypathatal posin CBG13138
% NP_498173 Caenorhabdllis elegans

\A50724 R02F2.8/Hypothetical protein RO2F2.8
AE61365 Caenorhabaiis briggsae CAE1373 Hypothetical protein CBG05207/Hyp onetical proten CL}GE:Z‘:}
01023478 Caenorhabiti cal

legans AAD14765 Y4CBB.2a/Hypotheli in Y4C68.2:
0 SAE72727 Caenorhabitis briggsae Hypothetical protein CBG19965
1t 9325 elegans CAA22: D10A 23/Hypothetical protein Y18D10A.23
C iggsae Hypothetical protein CBG05208
9 S AEo0022 Casmomablts brggsne Hypoinelcs protsn CGO3EST
e iy (ncno'hobm'w slogans ANFSO6Z0 YSoH  1AR 4y

othticalprtsin vsam ‘An 4

9 Trypa

AH70857 Xenopu
XP_792371 Strongylocentro

amino acid transp

MGC84608 protein
puratus PRED

erlputative amino acid transporter PATS /amino acid transy

ICTED: similar to solute carrier family 36 member
77101 Oryza safva (aponica cultar group) putative aminG acd ranspert pofein

P_394217 Apis mellifera PREDICTED: similar to ENSANGP00000014772
1 unnamed protein produ
vseozm NP 195838 CABB2991 BAC42086 amino acid permease/putative protein /unknown protein
IP_195837 CAB82990 AAM26683 AAOE4748 ami

H20_220

nomao NP_187545 NP_187544 AAF14031 amino acid permease/amino acid permease /hypothatical oroten
\T2G39130 = NP_850312 AAK92736 amino acid permease/unknown prote
\T2G41190 = NP_030664 AAK64155 AAL85095 AAD11993 AAN31931 amino acid
XP 2 Crypt . f

IEC21 EAL1T!

84 a prot 3.1/nypot proteir

\T1G71680 = NP_565019 AAF43217 AAGS1818 amino a ease/Contains similarity to the lysine and histidine specific transporter gene from A. thaliana gb|U39782; It is a member of the transmembrane amino acid transporter protein family PF|01490. /pu
P_472762 Oryza saliva (japonica cultivar-group) CAEQ1537 CAE76002 OSJNBa0072F 16.19/0SJNBa0072F 16.19 /B1358B12.11

\T1G25530 = NP_173924 AAGS0812 AAY25427 amino acid permease/lysine and histidine specific transporter, putative /At1g25530

AUS0160 Oryza sativa (japonica cultivar-group) hypothetical protei

ed protein /unknown protein

JEC21 amino acid transporter/

198 Oryza sativa (japonica cultivar-group) CAEO1852 OSJNBa0084K11.20/08JNBa0084K11.20
P_479903 Oryza sativa (japonica cultivar-group) XP_507109 CAD89802 Oryza sativa (indica cultivar-group) BADOBBSS Oryza sativa (japonica culivar-group) putative histidine amino acid transporter/PREDICTED OJ1163_G08.25 gene product /histidine ami
\T5G40780 = NP_198894 NP. ssnos AAC49885 AAK56270 AAM91380 LHT4/LHT1; amino acid permease lysine

\T1G48640 = NP_1752¢

H
2

idine specific transporter /AT5g40780/K1B16_3 /At5g40780/K1B16_3
acid and histidine sps putative
\T1G67640 = NP_176932 AAGZ“BI AAG52310 amino acid

transporter /F1:

Iputative amino acid permease
\T1G24400 = NP_564217 BABO1766 AAF97980 AATL2 (AMINO ACID TRANSPORTER-LIKE PROTEIN 2); amino orr permease/amino acid transporter-like protein 2 /F21J9.6
sl

BA97214 Oryza sativa (japonica cuttar.group) amino acid transporter-like protein 2
\T1G61270 = NP_176322 AJ

AB71468 amino acid permease/amino acid permease
7301760 - NP 156625 AAF01559 AAFO3432 amino at

0

transporter /putative amino acid amino acid permease
M65420 Arabidopsis thaliana proline transporter 1
%

=NP_181518 CAA65052 AAB95274 ProT1; amino acid permease/proline transporter 1 /proline transporter 1
L AAD25160 Lycopersicon esculentum proline transporter 1
‘Fﬂ:msum Vicia faba var. minor amino acid permease AAP3
AT5G49¢ IP_1997:

5G49630 =

74 CAASSnSI BAA97227 AAP6 (AMINO ACID PERMEASE 6); amino acid permease/amino acid permease 6 /amino acid permease 6
imino acid carrier, putative

55557 Oryes s (apomica et roup paie amino acid car

uative amino acid ransporter

mo_AUX1 34 2
mo_AUX1_46_1
Smo_AUX1_45_1 Smo_AUX1_56_2
mo_AUX1_47_1

0_AUX1_13 1 Smo_Al

UX1
AUX11009476337 1 Ppa_AUX11006234603_1
X1711810009 1
pa,Aux 41

Ppa_AUX1 1.1 Ppa_AUX11020621942_1

AJB4440 Lupinus albus auxin influx carrier

Q53JG7 Oryza sativa AAX93011 Oryza sativa (japonica cultivar-group) ABA91603 LAX4_ORYSA Putative auxin transporter-like protein 4/probable AUX1-like permease, 10674-8589 /AUX1-like permease, putative
QOFEL8 Medicago truncatula GAC12995 AAMS5302 LAX1_MEDTR Auxin transporter-ike protein 1 (AUX1-like protein 1) (MILAX1)/putative AUX1-like permease /auxin influx carier protein
Q8884 Medicago truncatula AAM55305 LAX4_MEDTR Auxin transporter-lie protein 4 (AUX 1-like protein 4) (MtLAX4)/auxin influx carrier protein
AT1G77690 = NP_177892 Q9CA25 AAG51630 AAL06925 AAN02284 AAP37659 amino aci

XTH Auxin protein 3 (AUX1-like protein 3)/putative
QOFELS Medicago truncatula CAC12997 AAMS5303 LAX3_MEDTR Auxin transporter-ike protein 3 (AUX1-like protein 3) (MILAX3)fputative AUX1-like permease /auxin influx carrier protein
AI05895 Prunus avium putative auxin influx carrier protein
AAF21982 Populus tremula x Populus tremuloides AUX1-like protein

AAWS7318 Populus tomentosa auxin influx protei

AC41318 Cucumis sativus AUX1-like auxin transport protein
AAQUBBS6 Momordica charantia auxin influx carrier-like protein 2

I

2 Jputative AUX1-like permea

AUX1-like permease
\T2G21050 = NP_179701 QBL883 Medicago truncatula QIS8I Arabidopsis thaliana AAD29811 CABA5643 AAKIE875 AAMSS306 Medicago truncatula AAMO1114 Arabid ino acid JLAX5_MEDTR Auxi ke protein 5 (
919626 Oryzasalv (aporica culivar-group) Q7XGUs Oryzasaiva AAKS1876 AAPS2115 Oryza saiv aporica culiar-roup) putative AUXT-1ke pormeaselL XS ORYSA Auinranspororika prolon 3Puatve AUXT fke permease Mansmembrane amino
ABG5535 Zea mays AUX1 protei

NP, 315555 Oryes safiv (aponic culivar roup) QSNE92 Oryza safva BADB231 1 0yza saiv (perica culivar-roup) puative AUXT-Tke parmease/LAX1_ORYSA Auin ransporter ke potein Tfputave AUX1 e permease
Q6882 Oryza sativa AAU10758 Oryza sativa (japonica cultivar-group) LAX2_ORYSA Auxin transporter-like protein 2/putative AUX 1-iike perm
[AT5G01240 = NP_195744 Q9LFB2 CAB69852 AX1_ARATH Auxin protein 1 protein 1YLAX1
AB55758 Arabidopsis thaliana putative AUX1-like permease

QOFEL7 Medicago truncatula CAC12996 AAMS5304 LAX2_MEDTR Auxin transporter-like protein 2 (AUX1-

@ protein 2) (ML AUX1-like

influx [

AAQO8855 Momordica charantia AAQOBB57 auxin influx carrier-like protein 1/auxin influx carrier-fike protein

\T2G38120 = NP_565882 Q96247 CAAG7308 AAC27161 AAK96679 AAM13299 AAMG4652 AUX1 (AUXIN RESISTANT 1); amino acid permease/transporter /AUX1_ARATH Auxin transporter prot

lux carrier protein 1) (Polar auxin transport inhi




