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File name: AUX1

45 aa residues 127 OTU included.
Partialtree including Smo_AUX1_

Assemble Job Id: Fxkhlt selectNalign: (!xleS
Tree job id: vCIk6O

BP values out of 100

Analyzed by t_aoyama @nibb.ac.jp

Date: Thu Jun 08 23:16:50 JST 2006

ARB37

54

pa_AUX1_16_1

AS03287 Tetrahy

P 477191 Oz satva (aporica oulars gmum Pu!ahve aming aid fanspert protin
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fy o the ysine and histdine specific transporter geno from A. thalana is a member of t transporter protein family PF|01490.
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XP_479503 Oyza saiiva (apoica culvar-grou) XP_507109 CADSOGU2 Oryea atve (i cuvar.grour) BADOBSSS Oryza safv (sparica ultvar roup) putative istdne amine ok ransprtanPREDICTED Q1163.G08.25 gane poduet atdne ami
P_472762 Oryza sativa (japonica cultivar-group) CAEQ1537 CAE76002 OSJNBa0072F16.19/0SJNBa0072F 16.19 /B1358B1

AF45217 Arabidopsis thalana Comalns il

BA97214 Oryza saliva (japonica cultivar-group) amino acid transporter-like protein 2
uXi_74.1
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473498 Oryza sativa (japonica cultivar-group) CAE01852 OSJNBa00B4K 1 2005 NBa0BAK11.20
\AU90160 Oryza sativa (japonica cultivar-group) hypothetical protein

TSGA07E0 = NP_ 108894 NP_851100 AACAD8E5 AAKSSZ10 AAMS1360 LHTIILHTI; amino acid n
t

and histidine specific transporter 3 3
\T1GA8640 = NP_175297 AAG60126 amino acid

294T1G67640 = NP_176932 AAG28894 AAG52310 amino acid permease/amino acid-polyamine Irnnsponer/ri 2A21.22 /putative amino acid permease

\T1G24400 = NP_564217 BABO1766 AAF97980 AATL2 (AMINO ACID TRANSPORTER-LIKE PROTEIN 2); amino acid permease/amino a

transporter-like protein 2 /F2149.6

mo_AUX1 53 1
\T1G25530 = NP_173924 AAGS0812 AAY25427 amino acid permeasellysine and histidine specific transporter, putative /At1g25530
NP_176322 amino acid permease

\T3G01760 = NP_186825 AAF01559 AAF03432 amino acid permease/amino acid-polyamine transporter /putative amino acid permease /putative amino acid permease
1 zae unr fu

o » UMOQ0S. 1/hypothetical protein UMOGO:
in product
briggsae Hypotheticalproton GBGC
P_505680 L?Enoma‘)d s elegans CADS4163 Y32F6A.4/Hypothetical protein Y32F6A 4
78 Caenorhabiis elegans AAD14765 Y4CEB.2a/Hypothelical protein YACSE.2a
C'mrmn bditis briggsae Hypothetical :JmtcerBG\ 5
AEB1366 Caonorhapdis rggsae Cypohencal prote 860208
493251 15 CAA22315 Y18D10A 23 Hypothetcal protein Y18D10A.23
NP 495173 Gaorormabals cogans AAAGOT24 RO2F2 8t ypathtial potin ROZF
AE61365 Caenorhabllis briggsae CAES1373 Hypothelical protein CBGOS207/Hypothetial protein CBGOS215
782427 purpuratus PREDICTED: similarto amino acidipolyamine transporer,family I (53.3 kD) (4G107)
o] | Lz CAEB0022 C: briggsae Hypothetcal protein CBG03527
12996 Cre

EAK hypathtic!protsn Ui hypothetical protein UMO2:
ACS1424 Vil aba ver.minor amino aid permease AAF
T5G4:

19630 = NP 199171 cAAesu51 BAA97227 AAPS (AMINO ACID PERMEASE 6); amino acid permease/amino acid permease 6 /amino acid permease 6

AD53554 Oryza sativa (japonica cultivar- gvoup) putative amino acid transporter
BADSI5S7 Oyea s e [‘dpom(,d cultar-group) putaive amino acid

carrier

oL Brener AAS a cruzi tative amino
\T5G02180 = NP wsasu CABB2991 BACH2086 amino acid permuselpulnnv; prolem Junknown protein
\T3G09340 = NP_187545 NP_187544 amino acid permease/amino acid permease
\T5G02170 =

NP 195837 CABGZ000 AAM2G663 AAOG4740 amino acid permeasypmanve protein /AT502170/T7H20_220 /At5g02170/T7H20_220

protein
\T2G41190 = NP 030664 AAKE4155 AALssnns AAnmm "AAN3G31 amind acid protein funknown protein /e d protein funknown protein
AH70857 Xenopus acvisMGCB4608 proten

\T5G¢ IP_568597 BAB10655 AAM20536 AAM63237 AAM91264 amino acid acid protein; proline i id protein /amino acid rotein /amil id P

NP 493 32 Caenorhab
6 Caenorhabits

1.000

IP_917735 Oryza sativa (aponica cultivar-group) BAB17188 P0407812.25/proline transport protein 2-like
NP_915563 Oryza sativa (japonica cultivar-group) BAB63704 BADB2319 OJ1402_HO7. 15/putative betaine/proline transporter /putative betaine/proline transporter
39890 = NP_181518 CAA65052 AAB95274 AAME5420 ProT1; amino acid permease/proline transporter 1 /proline transporter 1 /proline transporter 1

D25160 Lycopersicon esculentum proline transporter 1
1G08230 = NP_172301 AAF18251 amino acid permease/T23G18.9
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AC41318 Cucumis safivus AUX1-like auxin transport protein
AAQO8857 Momordica charantia auxin influx carrier-like protein 3

OFEL7 Medicago truncatula CAC12996 AAMS5304 LAX2_MEDTR Auxin transporter-fike protein 2 (AUX1-like protein 2) (MILAX2)/putative AUX1-like permease /auxin influx carrier protein
BAC98O48 Pisum sativum AUX 1-like auxin influx carrier protein

(261884 Medicago truncatula AAM55305 LAX4_MEDTR Auxin transporter-like protein 4 (AUX1-like protein 4) (MtLAX4)/auxin influ carrier protein
AAG17171 Populus tremula x Populus tremuloides putative AUX1-like permease
AI05895 Prunus avium putative auxin influx carrier protein

195744 NP_974719 Q9LFB2 CAB69852 transporter/unknown protein /LAX1_ARATH Auxin transporter-like protein 1 (AUX1-like protein 1)LAX1 /AUX1-like permease
i rmease

Oryza sativa (japonica cultivar-group) QSN892 Oryza sativa BAD82311 Oryza sativa (japonica culivar-group) BAD82312 putative AUX1-like permease/LAX1_ORYSA Auxin transporter-like protein 1/putative AUX1-like permease fputative AUX1-like
Ny Oryza Sativa AAU10756 Oryza sativa (japonica cultivar-group) LAX2_ORYSA Auxin ransporter-fike protein 2/putative AUX -like permease

QOFELG Medicago truncatula CAC12997 AAMS5303 LAX3_MEDTR Auxin transporter-iike protein 3 (AUX1-like protein 3) (MILAX3)/putative AUX1-like permease /auxin influx carrier protein
AJBA440 Lupinus albus auxin influx carrier
Q8883 Medicago truncatula AAMS5306 LAXS_MEDTR Auxin transporter-like protein 5 (AUX1-like protein 5) (MHLAXS)/auxin influx carrier protein

AT2G210: 79701 Q95836 AAD29811 CABAS643 AAKIGE7S AAMS1114 amino acid permeaseltransporter /LAX2_ARATH Auxin transporter-ike pmieln 2 (Auxtike proein amino acid tati
AT1G77690 = NP_177892 Q9CA25 AAG51630 AAL06925 AAN02284 AAP37659 amino acid permeaseltransporter /LAX3_ARATH Auxin 3 (AU 3)putative i ; 10674-858

Smo_AUX1_32 1 Smo_AUX1 6 1

/AUX1-like amino acid perm
2 [putative AUX1-like permea

Q53JG7 Oryza sativa AAX83011 Oryza saliva (japonica cultivar-group) ABAS1603 LAX4_ORYSA Putative auxin transporter-iike protein 4/probable AUX1-like permease, 10674-8589 /AUX1-like permease, putative
\AF21982 Populus tremula x Populus tremuloides AUX1-like protein

AR18696 Populs tomentosa AAWS7318 auxin transporter protein 1/auxin influx protein
P _519826 Oryza sativa (japonica cultivar-group) Q7XGU4 Oryza saliva AAK91876 AAP52113 Oryza sativa (japonica cultivar-group) putative AUX1-like permease/LAX3_ORYSA Auxin transporter

SFELS Modicago truncatula CAC12995 AAMB55302 LAX1_MEDTR Auxin transporter-ike protein 1 (AUX -like protein 1) (MILAX 1)/putative AUX1-like permease /auxin influx carrier protein
58522 Populus tremula x Populus tremuloides putetive AUX1-like permeast

ike protein 3/Putative AUX1-ike permease /Transmembrane amino

e
\T2G38120 = NP_565882 Q96247 CAA67308 AAC27161 AAK96679 AAM13299 AAMG4652 AUXT (AUXIN RESISTANT 1); amino acid permease/transporter /AUX1_ARATH Auxin transporter protein 1 (Auxin influx carrier protein 1) (Polar auxin transport inhibitor resistant p



