BABO1695.1} unnamed protein product [Arabidopsis thaliana] ] ] ) ) ] ) ]
NP 564547.1! RTV1; DNA binding / transcription factor [Arabidopsis thaliana] >gi!51972154!gb!AAUT5181.1! At1g49 NP 910293.1} unknown protein [Oryza sativa (japonica cultivar-group)] >gii7363291|dbj;BAA93035.1} unknown prote

AAKB8808.1} Unknown protein [Arabidopsis thalianal BAD81380.1} unknown protein [Oryza sativa (japonica cultivar-group)]
Ppa VRN1 11 AAD43154.1} Hypothetical Protein [Arabidopsis thaliana] BAD35642.1} transcriptional factor B3-like [Oryza sativa (japonica cultivar-group)] >gi}51090807dbj|BAD35285.1
Ppa VRNT 31 NP 200636.1! DNA binding / transcription factor [Arabidopsis thaliana] >gi!10176791!dbj!BAA96919.2! unnamed pro  XP 470571.1} Unknown protein [Oryza sativa] >gi}15217278]gbjAAK92622.1] Unknown protein [Oryza sativa]
Ppa VRN1 41 BAB09536.1} unnamed protein product [Arabidopsis thaliana] AAW56868.1} unknown protein [Oryza sativa (japonica cultivar-group)]
Ppa VRN1 51 AA089205.1} hypothetical protein [Arabidopsis thaliana] XP 463193.1] putative auxin response factor [Oryza sativa
Ppa VRN1 6 1 NP 199084.2} DNA binding [Arabidopsis thaliana] BAD37802.1} hypothetical protein [Oryza sativa (japonica cultivar-group)](japonica cultivar-group)] >gi}28201557|gb}AA034495.1
Ppa VRNT 7 1 NP 194892.1! DNA binding / transcription factor [Arabidopsis thaliana] >gi!23296509!gb!AAN13074.1! unknown prot AAT77045.1} putative transcription factor(auxin response factor) [Oryza sativa (japonica cultivar-group)]
VRN1(At3g18990) global tree Ppa VRN1 8 1 NP 973471.1} DNA binding / transcription factor [Arabidopsis thaliana] XP 481619.1} hyp.othetical protein [Oryza sativa (ja.poni.ca cu]tivar—grOUp)] >gi138637418:dbj:BADQ3676.1 I hypothe
File name: VRN1.njtree0.svg Ppa VRNT 10 1 NP 187273.1! DNA binding / transcription factor [Arabidopsis thaliana] >gi!6862926!gb!AAF30315.1! hypothetical XP 481612.1} auxin response factor-like [Oryza sativa (japonica cultivar-group)] >gi;38637411,dbj;BAD03669.1; a
109 aa residues 45 OTU included. Ppa VRN1 11 1 gi'60594298!pdb!1YEL!A Chain A, Structure Of The Hypothetical Arabidopsis Thaliana Protein At1g16640.1 XP 472007.1} OSINBa0020102.7 [Oryza sativa (japonica cultivar-group)] >gi}38346493}emb]CAE02099.2] OSINBa002010
Results of partial trees included. Ppa VRN1 151 NP 173109.1} DNA binding / transcription factor [Arabidopsis thaliana] >gi}48310303!gb|AAT41794.1} At1g16640 [A AAX96729.1] B3 DNA binding domain, putative [Oryza sativa (japonica cultivar-group)] >gi; 77549091 gb]ABA91888.1]
Assemble Job Id: 000yJz Ppa VRN1 18 1 NP 194894.2! DNA binding / transcription factor [Arabidopsis thaliana] >gi!24817269!emb!CAD56215.1! putative au ~ XP 463206.1| putative auxin response factor [Oryza sativa (japonica cultivar-group)] >gij28201561]gbjAAO034499.1
Tree job id: mb8ofb Ppa VRN1 21 1 CAB79884.1| putative protein [Arabidopsis thaliana] >gi}3281862}emb|CAA19757.1| putative protein [Arabidopsis th . )
BP values out of 100 Ppa VRN1 24 1 NP 683415.2! DNA binding / transcription factor [Arabidopsis thaliana] AAX47180.1} VERNALISATION 1 b [Pisum sativum]

Smo VRNT 51 NP 192068.1} DNA binding / transcription factor [Arabidopsis thaliana] >gi}37202022}gb!AAQ89626.1! At4g01580 [A AAX47179.1] VERNALISATION 1 a [Pisum sativum]
BABO01692.1} unnamed protein product [Arabidopsis thalianal
NP 188526.2! DNA binding / transcription factor [Arabidopsis thaliana] >gi!30793831!gb!AAP40368.1! unknown prot —were removed from tree.
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100 -AT3G18990 = NP_188529 AAM76972 AAM76973 ABD59069 VRN1 (REDUCED VERNALIZATION RESPONSE 1)/reduced vernalization response 1 /reduced vernalization response 1 /At3g18990 VRN1
58 L—AAQ55453 Brassica rapa AAR92199 reduced vernalization response 1/reduced vernalization response 1
100 ——ABD32483 Medicago truncatula Transcriptional factor B3
L ABD32482 Medicago truncatula Transcriptional factor B3

Ppa_VRN1_17_1

Ppa_VRN1_23_1
25 67 94 Ppa_VRN1_13_1
93 Ppa_VRN1_14_1
20 50 4|_|:Ppa_VRN1_2_1
100 rSmo_VRN1_2_1
&l Bmo_VRN1_1_1
Ppa_VRN1_22_1
86 I BAD82806 Oryza sativa (japonica cultivar-group) unknown protein
L XP_466555 Oryza sativa (japonica cultivar-group) BAD22126 unknown protein/unknown protein
10 BAD87058 Oryza sativa (japonica cultivar-group) hypothetical protein
31 71 AT5G57720 = NP_200580 BAB09590 DNA binding/transcription factor /Junnamed protein product
95 4@' AT3G06160 = NP_187267 AAF30309 DNA binding/transcription factor /hypothetical protein
AT4G34400 = NP_195166 CAB36717 CAB80157 DNA binding/transcription factor /putative protein /putative protein
AT3G53310 = NP_566984 CAB67638 AAM65128 DNA binding/transcription factor /putative protein /unknown REI\EZO
AT5G66980 = NP_201499 BAB08937 DNA binding/transcription factor /unnamed protein product
9 NP_916714 Oryza sativa (japonica cultivar-group) BAB89497 P0022F10.13/hypothetical protein
AT4G33280 = NP_195054 CAB38786 CAB80045 CAD29616 DNA binding/transcription factor /hypothetical protein /hypothetical protein /auxin response factor 36 REM16
100 ——ABA99154 Oryza sativa (japonica cultivar-group) B3 DNA binding domain, putative
57 48 L——————ABA99155 Oryza sativa (japonica cultivar-group) B3 DNA binding domain, putative
XP_463202 Oryza sativa (japonica cultivar-group) AAO34491 putative auxin response factor/putative auxin response factor
64 86 AAT77042 Oryza sativa (japonica cultivar-group) putative transcription factor(auxin response factor)
100 |_|:AAT77040 Oryza sativa (japonica cultivar-group) putative transcirption factor(auxin response factor)
42 |—XP7463192 Oryza sativa (japonica cultivar-group) AAO34490 putative auxin response factor/putative auxin response factor
76 XP_463207 Oryza sativa (japonica cultivar-group) AAO34502 putative auxin response factor/putative auxin response factor
_l 100 r—ABA99156 Oryza sativa (japonica cultivar-group) B3 DNA binding domain, putative
L——ABA99159 Oryza sativa (japonica cultivar-group) B3 DNA binding domain, putative
ATAG31630 = NP_194891 CAA19760 CAB79881 DNA binding/transcription factor /putative protein /putative protein REM4

100 99 AT4G31680 = NP_194896 CAD56214 DNA binding/transcription factor /putative auxin response factor 24 R
4|z|—_AT4G31690 = NP_194897 CAA19754 CAB79887 DNA binding/transcription factor /putative protein /putative protein REM9

83

69

74 AT1G26680 = NP_173990 AAF87027 AAO22760 DNA binding/transcription factor /T24P13.6 /unknown protein REM17
—1 AT2G24650 = NP_180041 AAD23895 DNA binding/transcription factor /hypothetical protein 3

XP_472005 Oryza sativa (japonica cultivar-group) CAE02098 OSJNBa0020102.5/0SJNBa0020102.5

Smo_VRN1_3 1 .

31 24 AT3G17010 = NP_188326 BAA94979 DNA binding/transcription factor /Junnamed protein product ABI3VP1 famlly

5 AAN72043 Arabidopsis thaliana Unknown protein =AT2G35310
100 100 AT2G16210 = NP_179217 AAD26962 AA0O89204 AAX23816 DNA binding/transcription factor /hypothetical protein /hypothetical protein /hypothetical ;ggtein At2g16210

AT5G09780 = NP_196540 CAB89352 AAY78821 DNA binding/transcription factor /putative protein /transcriptional factor B3 family protein R

61 AT5G18090 = NP_197310 BAB09467 AAM67335 AAO42124 AA063973 DNA binding/transcription factor /Junnamed protein product /Junknown /unknown protein /unknown protein
_|—AT5G18000 = NP_197301 BAB08399 DNA binding/transcription factor /unnamed protein product

0.100



