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-YP_119789 Nocardia farcinica IFM 10152 BAD58425 6-| ine-6-|
ZP_01206819 Mycobacterium vanbaalenii PYR-1 EAS23696 6-phosphogluconolactonase/6-| phosphog\uconolaclonase
ZP_01192084 Mycobacterium flavescens PYR-GCK EAS11466 6-phosphogluconolactonase/6-phosphogluconolactonase
NP_301491 i Ieprae TN Q49700 Mycobacterium leprae AAA17114 CAC30087 6-phosphogluconolactonase/6PGL_MYCLE 6-p
NP_335941 is CDC1551 ZP_00771984 Mycobacterium tuberculosis F11 NP_215961 Mycobacterium tubercul
NP_960108 Mycobacterium avium subsp. paratuberculosis K-10 AAS03491 6-phosphogluconolactonase/DevB
P_01137976 Acit i 11B EAR30984 6-phosphogluconolactonase/6-phosphogluconolactonase
ZP_00615669 Kineococcus radiotolerans SRS30216 EAM76744 6-pt 10lactonase/6- iconolactonase
NP_827487 itilis MA-4680 BAC74022 6-| phosphoglucono\aclo. putative 6-|
NP_626204 Streptomyces coelicolor A3(2) QIXAB7 P CAB50764 A3(2) 6

YP_290063 T/ ifida fusca YX AAZ56040 6-phosphogluconolactonase/6-phosphogluconolactonase

'YP_480750 Frankia sp. Cc/3 ABD11021 6 '6-phospt

.ZP_00569427 Frankia sp. EAN1pec EAN16333 6-| rolactor NC

ZP_01130850 marine actinobacterium PHSC20C1 EAR24371 6-phosphogluconolactonase/6-phosphogluconolactonase
.ZP_00413485 Arthrobacter sp. FB24 EAL95581 6-phosphogluconolactonase/6-phosphogluconolactonase

89 i sp. JS6714 EAO06295 6-phosphogluconolactonase/6-phosphogluconolactonase
NP_695643 Bific ium longum NCC2705 AAN24279 probable 6-phosphogluconolactonase/probable 6-phosphogluconolactonase
YP_192103 oxydans 621H AAW61447 6-P| 6-Phospt
P_00768518 Chloroflexus aurantiacus J-10-fl EAO58388 6-phosphogluconolactonase/6-phosphogluconolactonase
YP_343373 oceani ATCC 19707 ABA57843 6+ 10lactonase/6-
NP_926126 iol: PCC 7421 BAC91121 6-] phospk
P_00590973 f is aestuarii DSM 271 EAN23778 6-| phospt a
_|—'_—VP 474705 Synechococcus sp. JA-3-3Ab ABC99442 6-phosphogluconolactonase/6-phosphogluconolactonase
YP_479067 Synechococcus sp. JA-2-: 3B ‘a(2-13) ABD03804 6-phospi
P_00673235 Tri er IMS101 EAO28271 6] '6-phospf
NP_485642 Nostoc sp. PCC 7120 P46016 BAB77968 6-phosphogluconolactonase/6PGL_ANASP 6-phosphogluconolactonase (GPGL)/quc
ZP_00106506 Nostoc punctiforme PCC 73102 COG0363: 6-f ine-6-phosphate it
NP_681867 T/ BP-1 BAC08629 6-phosphogluconolactonase/6-phosphogluconolactonase
YP_399548 PCC 7942 YP_171702 Synechococcus elongatus PCC 6301 BAD79182 ABB56561 Synechococcus el
P_00395320 Deil el is DSM 11300 EAL83902 6-phosphogluconolactonase/6-phosphogluconolactonase
P_01128347 Ni ‘mobilis Nb-231 EAR20716 6-| phospl ase
P_00600: il DSM 9941 EAN36693 6-pt 10lactonase/6- nolactonase
P_00564301 KT EAN03893 6-phosphogluconolactonase/6-phosphogluconolactonase
_| [——————ZP_01061218 Flavobacterium sp. MED217 EAQ49269 6-| 10lactonase/6-
L 7P 01051358 Cellulophaga sp. MED134 EAQ37906 6-phosphogluconolactonase/6-phosphogluconolactonase
P_00801501 iphil iredi QYMF EAO80490 6-phosphogluconolactonase/6-phosphogluconolactonase

\W26406 Sch Japonicum SJCHGCO05391 protein
NP_58792( /’vO

:XP 501998 Yarrowia lipolytica CLIB122 CAG82318 hy

P_503830 Yarrowia lipolyti
P3885

2l protein SPCC16C4.10
I protein Ca019.8935/hy, al protein Ca019.1
2626 hypothetical protein CAGLOM06963g/unnamed protein product

be CAA2f

othetical protein/unnamed protein produc
3 hypothetical protein/unnamed protein product
AB68008 AAB: 23 SOL3_YEAS'
mothecium go
1140 CAHO28:

phosphogluconolactonase 3 (6PGL)/Sol3p /Sol3p
pii ATCC 10895 AEL215Cp/AEL215Cp

L
XP_571054 Cryptoco

XP_451 innamed protein product/unnamed protein product
462559 Debe 0 etical protein DEHA0G24772g/unna protein product
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NP _572656 Drosophila melanogaster Q9VZ64 AAF47963 AAS77429 CG17333 PA/6PGL_DROME Putative 6-phosphogluconolactonase (6PGL)
EAL32458 Drosophila pseudoobscura GA14465-PA

P_624173 Apis mellifera PREDICTED: similar to 6-phosphogluconolactonase

XP_791905 Strongylocentrotus purpuratus PREDICTED: similar to 6-phosphogluconolactonase

AAHB9078 Xenopus tropicalis Pgls-prov protein
|:AAH85053 Xenopus laevis AAI08839 LOC495503 protein/Unknown (protein for IMAGE:6318725)

NP_001026759 Gallus gallus CAG31962 6-phosphogluconolactonase/hypothetical protein
XP_852582 Canis familiaris PREDICTED: similar to 6-phosphogluconolactonase
NP_036220 Homo sapiens 095336 CAB57866 AAH14006 6-phosphogluconolactonase/6PGL_HUMAN 6-phosphogluconolactonase (6PGL)/6-ph
NP_001033669 Bos taurus AAI09790 hypothetical protein LOC616120/Similar to 6-phosphogluconolactonase
XP_214296 Rattus norvegicus PREDICTED: similar to 6-phosphogluconolactonase
BAC29292 Mus musculus unnamed protein product
NP_079672 Mus musculus Q9CQ60 BAB22594 BAB23106 AAH06594 BAE42808 6-phosphogluconolactonase/6PGL_MOUSE 6-phosphogluconolac
-CAG12169 Tetraodon nigroviridis unnamed protein product
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-AT1G13700 = NP_172826 AAF81297 AAT46032 AAU84690 6- ic /Contains similarity to a putative 6
XP_506916 Oryza sativa (japonica cultivar-group) XP_468698 AAS07092 PREDICTED OSJNBb0059G13.23 gene product/putative 6-ph
XP_479082 Oryza sativa (japonica cultivar-group) BAC83870 putative 6-phosphogluconolactonase/putative 6-phosphogluconolact
Ppa_AT5G24400_1_1

XP_483640 Oryza sativa (japonica cultivar-group) BAD09931 putative 6-phosphogluconolactonase/putative 6-phosphogluconolact

BAD33762 Oryza sativa (japonica cultivar-group) putative 6-phosphogluconolactonase

AAO26315 Elaeis guineensis putative 6-phosphogluconolactonase

AAK50346 Brassica carinata putative 6-phosphogluconolactonase

-AT5G24420 = NP_197830 BAB11235 AAK55682 AAK96451 6 like protein /AT5g24
'AAM61753 is thaliana 6: like protein
-AT5G24410 = NP_197829 BAB11234 AAR24723 AAS76686 6: like protein /At5g24
-AAM61007 i is thaliana 6: like protein
AT3G49360 = NP_190505 CAB66415 AAG52194 BAC41824 ABD91493 6- ic /6
AAMG63366 thaliana like protein
-AT5G24400 = NP_568445 BAB11233 AAN71922 6 ic /6 like prot

Smo AT5G244001167315877 1 unnamed protein product possibly same with Smo_At5g24400_3_1 (pt2)

NP_939659 Cor i NCTC 13129 CAE49834 Cor iae 6-phospt 1ase/Putative
'YP_225862 Cor i ATCC 13032 NP_600792 BA898971 CAF21586 6-f phosphogluconolactonase/s phosphogluconolact



