
AtAPY2 (AT5G18280): global tree
File name: AtAPY2.njtree0.svg
298 aa residues 69 OTU included.
Results of 1 partial tree included
Assemble Job Id: F5tNHb
Tree job id: yJ6SC7
BP values out of 100
Analyzed by aono@nibb.ac.jp
Date: Mon Jun 05 19:11:44 JST 2006

AT5G18280 = NP_197329 AAF00612 BAB09486 AAM20717 AAN15648 ATAPY2 (APYRASE 2)/apyrase /apyrase /apyrase /apyrase
AAM98186 Arabidopsis thaliana unknown protein100

AT3G04080 = NP_187058 AAF00071 AAF26805 ATAPY1 (APYRASE 1); calmodulin binding/apyrase /apyrase (Atapy1)100

AAG22044 Pisum sativum apyrase 2
BAB85978 Pisum sativum PsAPY2
AAO23007 Medicago truncatula apyrase-like protein

BAD80837 Vigna sinensis apyrase75
100

68

64

XP_479565 Oryza sativa (japonica cultivar-group) BAC83798 putative nucleoside-triphosphatase/putative nucleoside-triphosphatase
NP_912428 Oryza sativa (japonica cultivar-group) AAN65004 Putative apyrase/Putative apyrase100

78

AAF00610 Dolichos biflorus apyrase

50

BAA89275 Pisum sativum apyrase
BAD13517 Pisum sativum apyrase

BAC45033 Pisum sativum BAC66636 apyrase/apyrase19
10

P52914 Pisum sativum CAA83655 BAA75506 BAB18890 BAB18900 BAB18893 BAB18894 BAB18895 BAB18896 BAB40230 BAB85977 NTPA_PEA Nucleoside-triphosphatase (Nucleoside triphosphate phosphohydrolase) (NTPase) (Apyrase)/nucleoside triphosphatase /apyrase /apyrase
4

BAB87197 Pisum sativum ATP diphosphohydrolase
BAB87198 Pisum sativum ATP diphosphohydrolase
BAB87182 Pisum sativum apyrase95

63

BAC66637 Glycine max apyrase
12

9

BAD13518 Pisum sativum apyrase

47

BAD13519 Pisum sativum apyrase
100

AAK15160 Medicago truncatula putative apyrase
AAO23004 Medicago truncatula apyrase-like protein
AAO23003 Medicago truncatula apyrase-like protein99

77

100

AAF00611 Medicago sativa nod factor binding lectin-nucleotide phosphohydrolase
AAO23005 Medicago truncatula apyrase-like protein100

81

AAO23006 Medicago truncatula apyrase-like protein

39

AAD31285 Dolichos biflorus nod factor binding lectin-nucleotide phosphohydrolase
AAF00609 Lotus japonicus nod factor binding lectin-nucleotide phosphohydrolase

BAD80836 Vigna sinensis apyrase
AAG32960 Glycine soja apyrase GS5298

39
38

98

45

P80595 Solanum tuberosum AAB02720 APY_SOLTU Apyrase precursor (ATP-diphosphatase) (Adenosine diphosphatase) (ADPase) (ATP-diphosphohydrolase)/ATP-diphosphohydrolase

48

AAX94975 Oryza sativa (japonica cultivar-group) ABA93335 apyrase/apyrase
ABA91311 Oryza sativa (japonica cultivar-group) apyrase GS52
ABA91303 Oryza sativa (japonica cultivar-group) apyrase, putative

ABA95699 Oryza sativa (japonica cultivar-group) nod factor binding lectin-nucleotide phosphohydrolase100
100

100

77

Smo_AtAPY2_3_1
Smo_AtAPY2_1_1100

Ppa_AtAPY2_4_1
Ppa_AtAPY2_1_1

Ppa_AtAPY2_2_1100
99

76

91

8266_Cre

61

AT1G14240 = NP_172876 NP_973822 AAD39311 AAO64935 hydrolase/hydrolase /Similar to nucleoside phosphatases /At1g14240

96

NP_593447 Schizosaccharomyces pombe 972h- Q9UT35 Schizosaccharomyces pombe CAB57338 AAL69974 hypothetical protein SPAC824.08/GDA1_SCHPO Guanosine-diphosphatase (GDPase)/SPAC824.08 /guanosine diphosphatase
XP_658686 Aspergillus nidulans FGSC A4 EAA66200 hypothetical protein AN1082.2/hypothetical protein AN1082.2
BAE56862 Aspergillus oryzae unnamed protein product100

XP_961489 Neurospora crassa N150 XP_323015 Neurospora crassa CAC28854 EAA32253 hypothetical protein ( (AL513467) probable guanosine-diphosphatase/hypothetical protein ( (AL513467) probable guanosine-diphosphatase /probable guanosine-diphosphatase /
EAQ90613 Chaetomium globosum CBS 148.51 hypothetical protein CHGG_0254897

XP_362563 Magnaporthe grisea 70-15 hypothetical protein MG08146.486

100

100

CAG05101 Tetraodon nigroviridis unnamed protein product
NP_001017862 Danio rerio AAH92988 hypothetical protein LOC550560/Hypothetical protein LOC55056083

AAZ94876 Xenopus laevis ecto-nucleosidase triphosphate diphosphohydrolase 6
ABA00733 Xenopus tropicalis NTPDase6100

AAN72326 Cavia porcellus ectonucleoside triphosphate diphosphohydrolase 6
NP_742115 Mus musculus BAE33807 ectonucleoside triphosphate diphosphohydrolase 6/unnamed protein product
NP_445950 Rattus norvegicus Q9ER31 CAC16598 ectonucleoside triphosphate diphosphohydrolase 6/ENP6_RAT Ectonucleoside triphosphate diphosphohydrolase 6 (NTPDase6) (CD39 antigen-like 2)/NTPDase6100
XP_542683 Canis familiaris PREDICTED: similar to Ectonucleoside triphosphate diphosphohydrolase 6 (NTPDase6) (CD39 antigen-like 2)

AAI05327 Bos taurus Unknown (protein for MGC:127592)63
51

NP_001238 Homo sapiens AAC39883 ectonucleoside triphosphate diphosphohydrolase 6/CD39L2
O75354 Homo sapiens CAB41571 AAH25980 AAP92131 CAD38864 CAI22592 CAI22595 ENP6_HUMAN Ectonucleoside triphosphate diphosphohydrolase 6 (NTPDase6) (CD39 antigen-like 2)/ENTPD6 /Ectonucleoside triphosphate diphosphohydrolase 6 /CD39L2 nucleotidase /hypot100

83

100

83

94

XP_612386 Bos taurus PREDICTED: similar to Ectonucleoside triphosphate diphosphohydrolase 5 precursor (NTPDase5) (Nucleoside diphosphatase) (CD39 antigen-like 4) (ER-UDPase)
XP_537507 Canis familiaris XP_853865 PREDICTED: similar to Ectonucleoside triphosphate diphosphohydrolase 5 precursor (NTPDase5) (Nucleoside diphosphatase) (CD39 antigen-like 4) (ER-UDPase) isoform 1/PREDICTED: similar to Ectonucleoside triphosphate

NP_001240 Homo sapiens O75356 AAC39885 AAK82950 AAR06666 ectonucleoside triphosphate diphosphohydrolase 5/ENP5_HUMAN Ectonucleoside triphosphate diphosphohydrolase 5 precursor (NTPDase5) (Nucleoside diphosphatase) (CD39 antigen-like 4) (ER-UDPase)/CD73
51

Q9QYC8 Mesocricetus auratus AAF22932 ENP5_MESAU Ectonucleoside triphosphate diphosphohydrolase 5 precursor (NTPDase5) (Nucleoside diphosphatase) (CD39 antigen-like 4) (ER-UDPase) (Proto-oncogene cph)/cph proto-oncogene product
NP_001021385 Mus musculus NP_031673 Q9WUZ9 CAB45533 BAB22234 AAK82949 AAH15247 BAC27461 BAC29515 BAC29861 BAC32507 BAC37592 BAC37862 BAC38219 BAC40362 BAE36110 BAE37457 ectonucleoside triphosphate diphosphohydrolase 5 isoform b/ectonucleoside triphos
NP_955426 Rattus norvegicus AAH62044 ectonucleoside triphosphate diphosphohydrolase 5/Ectonucleoside triphosphate diphosphohydrolase 563

98

100

XP_421258 Gallus gallus PREDICTED: similar to Ectonucleoside triphosphate diphosphohydrolase 5 precursor (NTPDase5) (Nucleoside diphosphatase) (CD39 antigen-like 4) (ER-UDPase)

100

ABA00732 Xenopus tropicalis NTPDase5
92

XP_684862 Danio rerio PREDICTED: similar to Ectonucleoside triphosphate diphosphohydrolase 5 precursor (NTPDase5) (Nucleoside diphosphatase) (CD39 antigen-like 4) (ER-UDPase)
CAG10599 Tetraodon nigroviridis unnamed protein product100

100

100

0.100

→ABA91264 Oryza sativa (japonica cultivar-group) S-type apyrase

↓
↓ →AAX94982 Oryza sativa (japonica cultivar-group) ABA93342 S-type apyrase/S-type apyrase
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